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Graphical Abstract

∙ HumanNK cells can be efficiently transfected withmRNA to safely express an
EphA2-CAR without genomic alterations.

∙ EphA2-targeted CAR-NK cells exhibit enhanced cytotoxicity against paedi-
atric sarcomas, including rhabdomyosarcoma, Ewing sarcoma and osteosar-
coma.

∙ This study demonstrate the potential of CAR-NK cell therapies to improve out-
comes in hard-to-cure paediatric sarcomas and provides a foundation for their
clinical evaluation.
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Abstract
Background: Paediatric sarcomas, including rhabdomyosarcoma, Ewing sar-
coma and osteosarcoma, represent a group of malignancies that significantly
contribute to cancer-related morbidity and mortality in children and young
adults. These cancers share common challenges, including high rates of metas-
tasis, recurrence or treatment resistance, leading to a 5-year survival rate of
approximately 20% for patients with advanced disease stages. Despite the critical
need, therapeutic advancements have been limited over the past three decades.
The advent of chimeric antigen receptor (CAR)-based immunotherapies offers
a promising avenue for novel treatments. However, CAR-T cells have faced sig-
nificant challenges and limited success in treating solid tumours due to issues
such as poor tumour infiltration, immunosuppressive tumour microenviron-
ments and off-target effects. In contrast, the adaptation of CAR technology for
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natural killer (NK) cells has demonstrated potential in both haematological and
solid tumours, suggesting a new therapeutic strategy for paediatric sarcomas.
Methods: This study developed and validated a novel CAR-NK cell therapy tar-
geting the ephrin type-A receptor-2 (EphA2) antigen, which is highly expressed
in various paediatric sarcomas.
Results: CAR expression was successfully detected on the surface of NK cells
post-electroporation, indicating successful transfection. Significantly, EphA2-
specific CAR-NK cells demonstrated enhanced cytotoxic activity against several
paediatric sarcoma cell lines in vitro, including those of rhabdomyosarcoma,
Ewing sarcoma and osteosarcoma, compared to unmodified NK cells. Tran-
sient messenger RNA (mRNA) transfection of NK cells is a safe approach in
genetic engineering, with further chemical modifications to mRNA enhancing
stability of temporal EphA2-CAR expression in NK cells, thereby promoting pro-
longed protein expression. Additionally, in vivo EphA2-CAR-NK cells showed
promising anti-cancer activity in rhabdomyosarcoma and osteosarcoma mouse
models.
Conclusions: The study provides a foundational basis for the clinical evaluation
of EphA2-targeted CAR-NK cell therapy across a spectrum of paediatric sarco-
mas. The enhanced anti-tumour effects observed in vitro/vivo suggests potential
for improved therapeutic outcomes in hard-to-cure paediatric sarcomas.

KEYWORDS
CAR-NK cell therapy, EphA2, Ewing sarcoma, immunotherapy, osteosarcoma, paediatric
sarcomas, rhabdomyosarcoma

Key points
∙ Addressing unmet clinical needs in paediatric Sarcomas. Paediatric sarcomas,
including rhabdomyosarcoma, Ewing sarcoma, and osteosarcoma, exhibit
poor survival rates in advanced disease stages. The lack of significant thera-
peutic progress over the past three decades necessitates innovative treatment
approaches.

∙ Advancing immunotherapywithCAR-NK cells. Natural killer (NK) cellsmod-
ified with chimeric antigen receptors (CARs) represent a promising strategy to
overcome the limitations of CAR-T cells, particularly in solid tumours. CAR-
NK cells are associated with enhanced tumour targeting, reduced off-target
effects, and improved safety profiles.

∙ EphA2 as a therapeutic target. EphA2, a receptor overexpressed in mul-
tiple paediatric sarcomas, is identified as a viable target for CAR-based
immunotherapy due to its critical role in tumour progression and angiogene-
sis.

∙ Innovations in mRNA-based engineering. This study demonstrates the fea-
sibility of transient mRNA transfection to engineer NK cells for CAR
expression, offering a non-integrative and safer alternative to viral transduc-
tion. Enhancements in mRNA stability through chemical modifications, can
further optimise protein expression.
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∙ Preclinical efficacy of EphA2-CAR NK cells. EphA2-specific CAR-NK cells
exhibit superior cytotoxicity against sarcoma cell lines in vitro and demon-
strate significant anti-tumour activity in in vivo mouse models of rhab-
domyosarcoma and osteosarcoma.

∙ Clinical translation potential. The findings establish a strong preclinical ratio-
nale for the clinical evaluation of EphA2-targeted CAR-NK therapy as a novel
immunotherapeutic option for paediatric sarcomas.

∙ Future research directions: Combining EphA2-CAR NK cells with immune
checkpoint inhibitors or other immunomodulatory agents could further
enhance therapeutic outcomes and durability. Advanced preclinical mod-
els mimicking human tumour microenvironments are needed to refine and
optimise this therapeutic approach.

1 INTRODUCTION

Sarcomas are an aggressive group of cancers originat-
ing from mesenchymal tissues.1 Sarcomas can arise from
bone (most commonly osteosarcoma [OS] and Ewing
sarcoma [EWS]) and from soft tissue (most commonly
rhabdomyosarcoma [RMS]).2 Patients with metastatic,
relapsed or refractory paediatric sarcoma have a dis-
mal prognosis with less than 20% maintaining long-term
survival.3 Furthermore, no significant improvement in
patient outcome has beenmade over the last three decades
with currently available therapies (surgery, radiation and
chemotherapy).4–6 Hence, there is an urgent need for inno-
vative therapeutic interventions, such as immunotherapy.
There is now strong evidence supporting the essential

role of the innate immune system in controlling can-
cer development and progression, including natural killer
(NK) cells.7 NK cells are a subset of lymphoid cells capa-
ble of recognising and eliminating infected, stressed and
malignant cells.8 Their innate ability to detect and destroy
cancer cells makes NK cells a crucial component of cancer
surveillance and immune defense. Importantly, sarcomas
as a group have been shown to be sensitive to the anti-
tumour effect of NK cells,9,10 with high infiltration of
NK cells in several subtypes of sarcoma tumours shown
to correlate with improved patient survival,11,12 indicating
a suppressive role of NK cells in tumour initiation and
progression.12 Recently, several studies have investigated
the use of NK cells to exploit their anti-tumour poten-
tial in preclinical models of sarcoma.13,14 However, their
use in the clinical field for sarcoma immunotherapy is
still limited, with only one recent clinical trial reporting
the results of testing autologous NK cell infusions against
advanced sarcomas (NCT03941262).15,16 A key challenge
in NK cell therapy for solid tumours, including sarcomas,
is the limited ability of NK cells to penetrate the tumour

microenvironment effectively.17 To overcome this, improv-
ing NK cell delivery and persistence within tumours is
critical, and requires new strategies such as using chimeric
antigen receptors (CARs) to enhance NK cell trafficking
and function.
Genetic engineering of CARs was first pioneered in

T cells (CAR-T cells), and this equipped T cells with
enhanced ability to target and lyse tumour cells in an
antigen-specific manner. CAR-T cells have been highly
successful with impressive clinical efficacy in haemato-
logical malignancies.18 However, CAR-T cell therapy has
several significant limitations, primarily owing to the
requirement for these cell products to be autologous. Con-
sequently, the cost and time of manufacturing, and the
possibility of severe side effects such as cytokine release
syndrome (CRS) and neurotoxicity have restricted their
widespread clinical application.19 In addition, to date
CAR-T cell approaches have failed to deliver a therapeu-
tic product for hard-to-treat solid cancers largely due to
the impact of the tumourmicroenvironment.20 In contrast,
CAR-NK therapy has seen success in early stage clini-
cal trials for haematological cancers and early potential
against solid tumours,20–23 leading to several active and
completed clinical trials involving CAR-NK cells and are
attracting an unprecedent industry appetite to this poten-
tial off-the-shelf cellular immunotherapy opportunity.24
Notably, CAR-NK cells offer significant advantages over
CAR-T cells, including reduced alloreactivity, which
enhances their potential as safer ‘off-the-shelf’ allogeneic
therapies, a lower risk of graft-versus-host disease and
toxic side effects including CRS, and an innate capacity
to target tumour cells through NK cell receptor-dependent
mechanisms independently of CAR signalling.25 The first
large-scale phase I/II clinical trials using CAR-NK cells
was published in 2020 followed by a subsequent study in
2024. These studies provided convincing evidence of the
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exceptional safety and efficacy of CAR-NK cells as a cancer
immunotherapy for B-cell lymphoma.21,26 However, while
the anti-tumour effect of CAR-NK cells has been demon-
strated in in vitro and in vivo models of sarcoma,27,28 the
potential of engineered CAR-NK cell therapy has not yet
been translated to the clinic.
Genetically editing NK cells to express CARs involves

significant manufacturing challenges, notably the dif-
ficulty of effectively transducing NK cells with viral
vectors.29 Due to their unique biology, NK cells are resis-
tant to geneticmodification,making viral transduction less
efficient and time consuming.30 Transduced CAR expres-
sion levels in primary NK cells have been reported to
strongly vary between 20% and 70% but did not appear
to affect specificity or cytotoxic functions against target-
positive tumour cells.31 Given that genetic modifications
in CAR-T cells have been associated with the potential
risk of generating secondary cancers due to insertional
mutagenesis,32 messenger RNA (mRNA) transfection has
the additional benefit of long-term safety by avoiding per-
manent genetic alterations. Therefore, the search for novel
nanobiomaterials to engineer NK cells has sparked the
interest in the cell therapy industry,33 and transiently engi-
neering NK cells with mRNA presents a safer and more
efficient alternative that allows careful optimisation for
effective CAR expression without compromising cell via-
bility and functionality, and patient safety. In concert,
transiently engineering NK cells with mRNA presents a
safer and more efficient alternative that allows careful
optimisation for effective CAR expression without com-
promising cell viability and functionality. NK cells are
highly amenable to electroporation for the delivery of pay-
loads such as mRNA.22 The transient nature of mRNA
allows for dose escalation during treatment and facilitates
the natural removal of CARs through RNA degrada-
tion, thus eliminating the need for suicide or switch-off
mechanisms.34 Nevertheless, this approach provides a flex-
ible and controlled method for CAR expression, which
minimises long-term risks and enables more precise man-
agement of therapy, which could be advantageous in
rapidly adjusting treatment to patient-specific needs or
emerging clinical responses.
CARs have traditionally been designed to specifically

target antigens that are overexpressed on cancer cells but
rare on healthy tissue, thereby minimising CAR-induced
damage to normal cells.35,36 In sarcomas, various antigens
are present, with ephrin type-A receptor-2 (EphA2) being
one of particular interest. EphA2 is a tyrosine kinase recep-
tor for ephrin and has key functions in the developing
embryo, but is mainly confined to proliferating epithe-
lial cells in adults.37,38 In paediatric sarcomas, EphA2 acts
as a critical oncoprotein that regulates tumour angio-
genesis and aggressiveness,39,40 with EphA2 shown to be

the most abundant upregulated cell surface receptor on
OS cells.41 EphA2-targeted CAR-modified T cells have
seen success in preclinical models of medulloblastoma,42
esophageal squamous cell carcinoma,43 EWS and OS,44
as well as preclinical models for glioblastoma.45,46 Most
recently, EphA2-targeted CAR-modified primary NK cells
have demonstrated efficacy against preclinical models of
EphA2 antigen-positive head and neck squamous cell
carcinoma (HNSCC),47 which highlights the applicabil-
ity of EphA2-targeting CAR-modified NK cells for sar-
coma immunotherapy. In this study, we correlated EphA2
expression and NK cell score and observed a survival
benefit in sarcoma patients with highest NK cell infiltra-
tion, assessed various EphA2-targeting CAR designs for
enhancing NK cell functionality against paediatric sar-
coma in vitro and in vivo, and investigated how chemical
modifications of mRNA can improve the stability and
longevity of CAR expression. These findings aim to pro-
vide insights into optimising CAR-NK cell therapy for
paediatric sarcomas by targeting EphA2, enhancing CAR
stability, and provide insights into improving therapeu-
tic efficacy of CAR-NK cells for the outcomes of sarcoma
patients.

2 MATERIAL ANDMETHODS

2.1 Cells

Sarcoma cell lines A673 (CRL-1598), RD (CCL-136), RH30
(CRL-2061) and K-562 lymphoblast cells (CCL-243) were
purchased from the American Type Culture Collection
(ATCC), while MG63 (ATCC CRL-1427), SaOS (ATCC
HTB-85) and U-2 OS (U2OS, HTB-96) were provided by
A/Prof. Orazio Vittorio (Children’s Cancer Institute &
UNSW). Sarcoma cell lines are maintained in the follow-
ing reagents purchased from Gibco: Dulbecco’s modified
eagle medium (DMEM) with 1× GlutaMAX supplement,
10% heat inactivated foetal bovine serum (HI-FBS), 1%
penicillin–streptomycin (PenStrep) and 1% non-essential
amino acids (NEAA). NK cell lines NK92 and Khyg1 cells
were provided by Prof. Nicholas Huntington (Monash
University) and maintained in Roswell Park Memorial
Institute medium (RPMI) media (Gibco) with 1× Glu-
taMAX supplement, 10% HI-FBS, 1% PenStrep, 10 mM
HEPES and 300 IU/mL hIL-2, NK MACS media (Mil-
tenyi Biotec, Bergisch Gladbach) containing 10% human
AB serum (Sigma‒Aldrich), 300 IU/mL hIL-2 (Peprotech)
and 5 ng/mL hIL-15 (Peprotech) and RMPI media with
1× GlutaMAX, 10% HI-FBS, 1% PenStrep and 1× NEAA,
respectively. HEK293F cells were purchased from Thermo
Fisher Scientific and cultured in Freestyle 293F Expression
Media (Gibco) as per manufacturer’s protocol. For in vivo
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tracking, stable green fluorescent protein (GFP)-luciferase
expressing MG63 and RD cell lines (RD-/MG63-GFP-
Luc+) were generated by transducing the cells with a
lentiviral vector encoding firefly luciferase and EGFP—
pLentipuro3/TO/V5-GW/EGFP-Firefly Luciferase (plas-
mid #119816, Addgene). GFP-positive transduced cells
were enriched by fluorescence-activated cell sorting using
a FACSAria II instrument (BD Biosciences).
Human primary NK cells were isolated from healthy

donor buffy coats obtained from the Australian Red Cross
Australia (agreement no. 23-10QLD-10). PBMCs were iso-
lated using Ficoll Paque (Cytiva) and Leucosep (Greiner
Bio-One) centrifugation. Primary NK cells were purified
from PBMCs using the MojoSort Human NK Cell Isola-
tionKit (BioLegend) according tomanufacturer’s protocol.
To culture and expand human NK cells, 1 million/mL cells
were cultured in complete NK cell culture media consist-
ing of supplemented NK MACS media (Miltenyi Biotec),
5% heat inactivated human AB serum (Sigma‒Aldrich),
500 IU/mL hIL-2 and 5 ng/mL hIL-15 in G-Rex 24 multi-
well cell culture plates (Wilson Wolf) in the presence
of NK cell activation beads (Miltenyi Biotec) or in pres-
ence of CD86/4-1BBL/mbIL-15/mbIL-21-transfected K562
feeder cells48 at a 1:1 ratio (NK:feeder) and plates were
incubated at 37◦C with 5% CO2. Similarly, mononuclear
cells from cord blood (CB) were plated in G-Rex 24-well
plates (#80192 M—Wilson Wolf) at 2 million cells per well
in 6 mL of complete NK MACS medium in presence of
K562 feeder cells. Cells were maintained in complete NK
cell culture media, with a half media change every 3–4
days and full media change every 7 days until utilised in
experiments.
Feeder cells were obtained by transfecting K562 cells

(ATCC) at the Genome Engineering Facility (Children’s
Medical Research Institute)with SleepingBeauty plasmids
encoding CD86, 4-1BBL, mbIL-21 and mbIL-15. Plasmids
were kindly gifted by Professor Alexander McLellan (Uni-
versity of Otago).48 The engineered K562 feeder cells were
expanded in RPMI media, 10% HI-FBS and GlutaMAX,
irradiated (100 Gy) and cryopreserved in 10% dimethyl
sulfoxide (DMSO) and 90% FBS for future utilisation.

2.2 Plasmid construction, in vitro
transcription and stability testing

EphA2-CAR constructs were designed to include a T7 pro-
moter at the 5′ end, followed by a single-chain variable
fragment (scFv) specific to human EphA2 (clones 4H5,49
D250 or D2-1A751), a flexible and commonly used CD8α
hinge,52 a CD28-CD3ζ signalling domain,53 with the inclu-
sion of GFP sequence separated from theCAR construct by
a 2A self-cleaving peptide at the 3′ end. EphA2-CAR-GFP

constructs were cloned into the plasmid pcDNA3.1 back-
bone and assembled usingNEBuilder HiFi DNAAssembly
kit (New England Biolabs [NEB]) according to manufac-
turer’s instructions. Colony clones selected and purified
using Wizard Plus SV Minipreps DNA Purification Sys-
tems kit (Promega) and all cloning steps were validated
by restriction enzyme digestion and sequencing. HiScribe
T7 ARCA mRNA Kit (NEB) and Monarch RNA Clean Up
Kit (NEB) were used to in vitro transcribe mRNA from
linearised DNA template and purify mRNA, respectively.
Synthetic codon-optimised and uridine-modified EphA2-
CAR (4H5 clone) without GFP sequence and eGFPmRNA
sequences were additionally produced by the University
of Queensland BASE mRNA Facility. mRNA produced at
the facility uses a pBASE vector for in vitro transcription
(IVT) of mRNA that features the codon optimised cod-
ing sequence flanked by the human alpha globin 5′ UTR
and AES-mtRNR1 3′ UTR sequences, a 120 nt segmented
polyA tail with adjacent BsaI for linearisation. IVT mRNA
is purified and routinely verified using RNA ScreenTape
on theAgilent 2200 TapeStation system (Agilent Technolo-
gies). BASE mRNA uses standard rNTPs (ATP, CTP, GTP),
withUTP substitutedwith equimolar concentrations of the
modified counterpart for N1-methylpseudouridine (m1Ψ)
or further modified with 10%, 25% or 50% adenosine-5′-
(α-thio)-triphosphate (ATPαS; Jena Bioscience). Capping
is performed co-transcriptionally with the CleanCapAG
reagent. For stability testing, mRNA samples with vari-
ous nucleotide modifications were stored at 4◦C or room
temperature (RT) for 1 week. Concentration was mea-
sured using an Implen NanoPhotometer (Implen). mRNA
integrity was measured using an Agilent TapeStation 4200
with the RNA ScreenTape assay (Agilent). Briefly, mRNA
samples were diluted to 200 ng/µL, then 1 µL of samplewas
added to 5 µL of RNA ScreenTape Sample Buffer. Samples
were then vortexed for 1 min using the IKA MS3 vortex
(IKA) and denatured at 72◦C for 3 min before running the
RNA ScreenTape assay.

2.3 mRNA-lipid nanoparticle
production

The design, manufacture and formulation of lipid
nanoparticle (LNP)-containing mRNA was performed
as per routine protocols based in Moderna Therapeutics
formulations,54 used by the UQ BASE mRNA Facility.55
Cholesterol was obtained from Avanti Lipids. SM-102, 1,2-
distearoyl-sn-glycero-3-PC (DSPC) and DMG-PEG 2000
were obtained from Cayman Chemical. mRNA-LNPs
were prepared using the NanoAssemblr Ignite (Preci-
sion NanoSystems). mRNA was diluted in .1 M sodium
acetate buffer at pH 4.0 (Fisher Bioreagents) to a final
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concentration of approximately 130 µg/mL. Lipids were
prepared to at a total lipid concentration of 10 mg/mL
in 200 proof ethanol (Sigma‒Aldrich) at a molar ratio of
50:38.5:10:1.5, SM-102, cholesterol, DSPC and DMG-PEG
2000, respectively. LNPs were formulated at a flow rate
ratio of 3:1, aqueous to organic phase, and a total flow
rate of 12 mL/min. Immediately post-formulation, LNPs
were dialysed overnight at 4◦C in 1× tris-buffered saline
(TBS) using a 10 K MWCO Slide-a-Lyzer dialysis cassette
(Thermo Fisher Scientific). Following dialysis, LNPs
were concentrated to 1 mL using a 10 K MWCO Amicon
Ultra-15 centrifugal filter (Sigma‒Aldrich). LNPs were
filtered using a .22 µM filter (FilterBio) and 10% sucrose
was added before storage at ‒20◦C. Size, polydispersity
and zeta potential analysis was completed using a Zeta-
sizer Ultra (Malvern Panalytical) on an LNP sample
diluted 1:20 in UltraPure water (Thermo Fisher Scientific).
Encapsulation efficiency and encapsulated concentration
was determined using the Quant-it RiboGreen RNA assay
kit (Invitrogen Life Technologies).

2.4 mRNA transfections

For electroporation experiments, NK cell media was
refreshed 24 h before transfection. NK cells from cul-
ture were resuspended in MaxCyte electroporation buffer
(MaxCyte) containing RNAse inhibitor (Promega), and
CAR mRNA (15 pmol/million cells or 200 µg/mL). For in
vivo studies, controls with no mRNA added to the cells
during transfections were used as the mock group. The
MaxCyte STx system (MaxCyte) was used to electroporate
cells using either NK-2 or NK-3 programs. Following elec-
troporation, the cells were recovered for 20 min in a 37◦C
cell culture incubator in warm complete media. NK cells
were then harvested at 24–72 h post-electroporation for set-
ting up cytotoxicity assays, flow cytometry analysis and for
i.v. injections. For LNP-based expression, NK cells were
cultured in media containing LNP carrying mRNA at the
same concentration used for electroporation experiments
(15 pmol/million cells or 200 µg/mL).

2.5 Flow cytometry and microscopy
analyses

For flow analysis, EphA2-CAR-GFP or GFP expression
was determined 24–48 h post-electroporation by stain-
ing 1 × 105 cells with 1:1000 dilution of Zombie Aqua
(BioLegend) for 10min in phosphate-buffered saline (PBS),
followed by washing with 1× flow buffer (1× PBS con-
taining 2% FBS and 2 mM ethylenediaminetetraacetic acid
(EDTA)) once before staining with or without 1:50 dilution

of Alexa Fluor 647-conjugated anti-G4S linker (E7O2V)
rabbit monoclonal antibody (Cell Signaling Technology,
Inc.) for 45 min at RT. For detection using Protein L, cells
were stained either with .2 ng/µL of biotinylated Protein L
(Genscript) for 45 min followed by a 1:400 dilution of V450
Streptavidin (BioLegend) for 45min or 1:50 dilution of Pro-
tein L-PE (Acrobiosystems) for 30 min at RT. For detection
using goat anti-human IgG-PE (Jackson ImmunoResearch
Laboratory), cells were stained with a 1:20 dilution of goat
anti-human IgG-PE for 30 min at RT and washed twice
with 1× flow buffer before flow analysis. For cell surface
expression of EphA2 on paediatric sarcoma cell lines, the
cells were washed in 1× flow buffer at 4◦C before block-
ing with human Fc Block (1:100) for 15 min. Cells were
then incubated with anti-EphA2 antibody (phycoerythrin
[PE] conjugate) clone SHM16 (BioLegend) for 1 h at RT and
washed twice before flow analysis. For detection of func-
tional activation in NK cells, electroporated NK cells were
rested for 1 h at 37◦C in completeNKMACSmedia contain-
ing 5 ng/mL of rhIL-15. NK cells were then incubated for
another 4 h in a cocktail containing 1:1000 dilution ofMon-
ensin, 1:1000 dilution of Brefeldin A with or without 1:500
dilution of Cell Activation Cocktail (BioLegend) and 1:100
dilution of anti-human CD107a (BioLegend) in NK MACS
media containing rhIL-15 (5 ng/mL). Cells were stained
for viability using Live/Dead Fixable Near-IR (Invitro-
genLife Technologies) and intracellular interferon-gamma
(IFN-γ; BioLegend) and granzyme B (Becton Dickinson)
production. All flow experiments were acquired on a
BD LSRFortessa X-20 (Becton Dickinson) or a CytoFLEX
V2-B5-R3 (Beckman Coulter) flow cytometers and anal-
ysed with either FlowJo v10.8.1 (TreeStar) or FCS Express
7 Research Edition (De Novo Software) programs in a
classical supervised manner (exclusion of debris/dead
cells, gating of singlet, analysis of expression for mark-
ers) unless otherwise stated. For microscopy analysis of
GFP expression after electroporation of EphA2-CAR-GFP
or eGFP mRNA, cells were visualised using the Olym-
pus IX73 fluorescent microscope and images were taken
using the Olympus cellSens imaging software (Olympus).
Images were processed using ImageJ (National Institutes
of Health) system software. For analysis of GFP expression
in lipofected HEK293F cells, flow cytometry was carried
out on the Cytoflex V2-B5-R3 (Beckman Coulter) flow
cytometer with 2–10 × 104 single, viable cells/sample.

2.6 In vitro cytotoxicity assay

Calcein acetoxymethyl (AM) release-based killing assay
was adapted as previously described.56–58 In vitro Cal-
cein AM cytotoxicity assays were performed to evaluate
the cytotoxic capacity of the CAR-modified NK cells over
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4 h. Target cells were resuspended in NK cell cytotoxic-
ity medium (phenol red-free RPMI medium [Gibco] with
1 mM sodium pyruvate [Gibco], 1×NEAA [Gibco], 1×Glu-
taMAX [Gibco], 55 µM 2-mercaptoethanol [Gibco] and 1%
HEPES [Gibco]), at a final concentration of 106 cells/mL
and incubated with 15 µM Calcein-AM (Invitrogen Life
Technologies) for 30 min at 37◦C with occasional shaking.
Stained target cells were then washed twice with 10 mL
PBS. NK cells (effector cells) were then serial diluted in
NK cell cytotoxicity media (+10% FBS for NK92 cells or
5% AB serum for peripheral blood (PB)- or cord-blood-
derived NK cells) in a 96-well U-bottom plate in various
effector-to-target (E:T) ratios in triplicates. Target cells
were then added to the plate at a concentration of 3 ×
103 cells per well and the plate was incubated at 37◦C for
4 h. To determine the maximum and spontaneous Calcein
release values, target cells alonewere incubatedwith either
NK cell cytotoxicity media containing 5% Triton X-100 or
NK cell cytotoxicity media alone, respectively. After 4 h,
100 µL supernatant was transferred to a 96-well white flat
bottom plate (Nunc, Thomas Scientific) and fluorescence
was read using a CLARIOstar plate reader (BMG Labtech)
(excitation 483-10, emission 530-10). Specific target lysis
was calculated using the following formula: [(NK cell-
induced Calcein AM release− spontaneous Calcein AM
release)/(maximum Calcein AM release− spontaneous
Calcein AM release)× 100].

2.7 Bioinformatics analysis

RNA-seq expression data and clinical characteristics for
the primary tumour samples collected at the diagnosis
stage of paediatric sarcoma patients were collected from
the Therapeutically Applicable Research to Generate
Effective Treatments (TARGET) database (Target-OS
database; https://www.cancer.gov/ccg/research/genome-
sequencing/target/usingtarget-data; accession study:
phs000468.v18.p7) and ArrayExpress database
(https://www.ebi.ac.uk/biostudies/arrayexpress; acces-
sion ID E-TABM-1202 RMS dataset).59 The optimal
cut-off for the single factor in the survival analysis was
determined using the data-driven approach using the
Conditional Inference Tree (CTREE) algorithm from the
‘party’ package (version 1.3.17) in R to create decision
tree that optimises the separation between high and low
groups for survival analysis.60 The survival analysis was
performed using the ‘survival’ package (version 3.7.0),
and Kaplan‒Meier (KM) curves were plotted using the
‘survminer’ package (version 0.4.9). Gene set scoring
was performed to calculate glutathione metabolism score
using the singscore approach.61 In short, genes are sorted
in ascending order based on their transcript abundance.

NK cell infiltration scoring method was obtained from
ref.62 TARGET OS datasets are available without restric-
tions on their use in publications since 2019. We further
processed single-cell (sc)RNA-seq data of infiltrating
immune cells in OS from,63,64 and healthy human femoral
head65 as control, accessible fromGEO database under the
accession number GSE147390. Apart from the originally
published quality control of these datasets, no additional
quality controls were applied. The scRNA-seq data were
integrated using bbknn.66 Selected genes associated with
NK cells exhaustion were visualised as violin plots using
scanpy’s67 sc.pl.violin function.

2.8 Mice

To support human NK cell survival and function, a
human IL-7 (hIL-7) and IL-15 (hL-15) double knock-in
(KI) immunodeficient NOD SCID gamma (NSG) mice68,69
backcrossed with an HLA-A2 NSG mice70 were used
(NSG/A2/hIL-7/hIL-15-KI). Mice were bred and main-
tained onsite at the Translational Research Institute
Biological Research Facility and housed under specific
pathogen-free conditions. Mice aged 6–8 weeks were used
for stable engraftment of the human OS or RMS cell
lines. All experiments were conducted following the ani-
mal ethics guidelines provided by the National Health and
Medical Research Council of Australia and approved by
the University of Queensland—Health Sciences Animal
Ethics Committee (ethics number 2021/AE000294).

2.9 Xenogeneic sarcomamouse models

To assess therapeutic efficacy of EphA2-CAR-NK cells
against sarcoma in vivo, RMS (RD) and OS (MG63) cell
lines were engrafted into the NSG/A2/hIL-7/hIL-15-KI
mice. For orthotopic RMS tumour inoculation, male and
female mice were restrained with the hind limb in flexion
and 2× 106 RDGFP+ Luc+ cell suspensionwere inoculated
intra-muscularly using a 30G insulin syringe needle, as
described previously,71 after buprenorphine subcutaneous
(s.c.) injection for analgesia (10 µg per 10 g of body weight).
Micewere either left untreated (PBS only) or intravenously
(i.v.) treated with 1 × 106 mock or EphA2-CAR transfected
NK92 cells or primary NK cells when indicated. The mice
lungs were inspected for metastasis ex vivo using the in
vivo imaging system (IVIS) optical imager as previously
described.72 For the s.c. OS model, 1 × 106 MG63 GFP+
Luc+ cells were injected s.c. in the right flank of male
mice. After 250 cGy of whole body γ-irradiation on day
‒1, mice were treated with 3–5 × 106 cells EphA2-CAR
mRNA or no mRNA (mock group) NK cells resuspended

https://www
https://www.ebi.ac.uk/biostudies/arrayexpress
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in PBS, or with PBS only (untreated) as indicated. Tumour
engraftment and progression were evaluated by external
caliper measurements of s.c tumours greatest longitudi-
nal (length) and transverse (width) diameters 2–3 times
a week, and on weekly IVIS imaging beginning 10 min
after intraperitoneal injection of an aqueous solution of
d-luciferin potassium salt (150 mg/kg). Photons emitted
from luciferase expressing cells were quantified using the
Living Image 3.0 software program. Tumour volume was
calculated by the ellipsoidal formula: V = 1/2 (length ×

width2). Mice were regularly monitored and sacrificed
once tumours reached a size of 1 cm3 or if reaching a
preestablished animal ethics wellbeing score of 3 in any
category or a cumulative score of 15, and an overall sur-
vival was calculated as mice were sacrificed according to
this criterion.

2.10 Statistical analyses

All other results are presented as mean ± SE. KM
plots were used to analyse OS and RMS datasets from
the TARGET program and E-TABM-1202 RMS dataset.
For all other data, unpaired t-test or Kruskal‒Wallis
test was used to assess differences between two groups,
one-way or two-way ANOVA and Tukey’s multiple com-
parison test between two or more groups, and Ger-
han‒Breslow‒Wilcoxon test for survival analysis (Graph-
Pad Prism 10 Software). Statistical analysis in scR-
NAseq datasets (Wilcoxon rank sum test) of marker gene
expression difference between NK cells was performed
using scanpy’s sc.tl.rank_genes_group function, where
Benjamini‒Hochberg73 adjusted p < .05 was considered
statistically significant.

3 RESULTS

3.1 Association of NK cell score and
EphA2 expression with 5-year survival in
sarcoma patients using the TARGET
database and RMS E-TABM-1202

To validate the prognostic impact of NK cell infiltration
and EphA2 expression in sarcoma patients, we utilised
data from the TARGET-OS program and transcriptional
data obtained from the E-TABM-1202 dataset59 for RMS.
These analyses included 84OS patients with available gene
expression profiles and clinical outcome data as well as 101
RMS patient samples with transcriptional gene expression
profiles stratified by PAX3/FOXO1 Fusion Gene Status.
Our analyses indicate that higher EphA2 expression are
associated with significantly worse 5-year survival rates

in OS (Figure 1A) and RMS patients (Figure 1B) as com-
pared to patients with lower EphA2 expression, suggesting
that this receptor is a promising target for therapeutic
intervention in these cancers. We further explored NK
cell infiltration using a curated scoring method,62 and
observed that OS patients with higher NK cell scores also
have the best survival rates (Figure 1C). This led us to
further analyse intratumoural NK cells using scRNAseq
datasets, where we compared NK cells infiltrating OS and
healthy femoral head as control (Figure 1D) and verified
that OS-infiltrating NK cells had elevated expression of
the transcriptional factor TOX, and inhibitory markers
such as CD96, KLRG1, KLRC1 and LAG3 as compared to
control bone-infiltrating cells (Figure 1E), indicating an
exhausted phenotype. This exhaustion could potentially
be reversed by equipping tumour-infiltrating NK cells
with enhancement-of-function genes such as a EphA2-
CAR and underscore the potential for developing a novel
immunotherapeutic strategy for paediatric sarcomas.

3.2 Validation of CAR expression in NK
cells

Numerous studies have highlighted EphA2’s role in
tumour cell proliferation, migration and survival, making
it a prime candidate for targeted therapy in solid tumours.
The development of anti-EphA2humanised antibodies has
led to the generation of multiple antibody clones, each
designed with slightly different mode of action.74 From
the array of available clones, we selected three specific
anti-EphA2 clones—4H5, D2 and D2-1A7 due to availabil-
ity of sequences in literature. Notably, 4H5 and D2-1A7
clones were also previously demonstrated to have high
specificity against EphA2 in preclinical studies utilising
CAR-T cells42,46,75 and antibody‒drug conjugates.51 We
designed a second-generation CAR sequence consisting of
an scFv sequence derived from the clones selected, linked
with a flexible CD8 hinge and CD28 and CD3ζ intracel-
lular signaling domains, followed by a P2A sequence and
a GFP sequence (EphA2-CAR-GFP) (Figure 2A). To test
the delivery of mRNA into NK cells, we generated mRNA
of the EphA2-CAR-GFP sequence using IVT and trans-
fected it into an NK cell line Khgy1 using the MaxCyte STx
super-electroporator equipment and its respective process-
ing assemblies. EphA2-CAR-GFP mRNA generated from
all three clones of 4H5, D2 andD2-1A7 could all be success-
fully expressed in Khyg1 NK cells (Figure 2B). To validate
whether each of the CAR clones can be expressed on the
cell surface, we tested various commonly used CAR detec-
tion methods. Using Protein L, goat anti-IgG (H+L) and
the newly available anti-G4S linker antibodies and flow
cytometry, we observed different sensitivities of each CAR
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F IGURE 1 Ephrin type-A receptor-2 (EphA2) and natural killer (NK) cell infiltration correspond with sarcoma survival. The
Kaplan‒Meier 5-year survival curve (log-rank test) from the TARGET-OS (https://www.cancer.gov/ccg/research/genome-sequencing/
target/usingtarget-data; accession study: phs000468.v18.p7) (A) and ArrayExpress database (https://www.ebi.ac.uk/biostudies/arrayexpress;
accession ID E-TABM-1202 RMS) (B) datasets illustrates the prognosis for osteosarcoma or rhabdomyosarcoma (RMS) patients with high or
low EphA2 gene expression. The Kaplan‒Meier 5-year survival curves from the TARGET-OS and dataset illustrates the prognosis for
osteosarcoma patients with high and low NK cell infiltration (C). Uniform manifold approximation and projection (UMAP) analysis cluster
show integration of osteosarcoma (OS) infiltration and healthy bone-infiltrating NK cells from scRNAseq datasets, Refs.63, 64 and GSE147390,
respectively (D), and each violin plot shows the normalised expression value of each gene on the y-axis, split by the tissue on the x-axis.
Adjusted p-values fromWilcoxon rank sum test are shown.

detection method for the various clones when expressed
in Khyg1 cells (Figure 2C) or in NK92 and primary human
NK cells (Figure 2D). In our hands, we further observed
varying levels of non-specific staining of mock transfected
primary human NK cells using protein L and goat anti-
IgG (H+L) antibody (data not shown). In contrast, little to
no non-specific staining were observed in primary human
NK cells using the anti-G4S linker detection antibody by
flow cytometry. We also studied different mRNA deliver-
ies by comparing the MaxCyte STx-based electroporation
with mRNA-LNP delivery (Figure S1). While the LNP
approach effectively delivered mRNA and facilitated CAR

expression, cells transfected using the MaxCyte STx sys-
tem demonstrated significantly higher expression levels.
Consequently, thismethodwas selected for the subsequent
experiments in this study.

3.3 EphA2-targeting CAR-NK cells
effectively target sarcoma cells in vitro

We validated EphA2 expression in sarcoma cell lines
available in our laboratory (Figure 3A) and tested EphA2-
CAR-NK cells against these cell lines using a Calcein

https://www.cancer.gov/ccg/research/genome-sequencing/target/usingtarget-data
https://www.cancer.gov/ccg/research/genome-sequencing/target/usingtarget-data
https://www.ebi.ac.uk/biostudies/arrayexpress
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F IGURE 2 Incorporation of ephrin type-A receptor-2 (EphA2)-targeting clones into a second-generation chimeric antigen receptor
(CAR) design and CAR detection in natural killer (NK) cells. (A) Schematic diagram of three EphA2-CAR designs derived from three
reported anti-EphA2 antibody clones (4H5, D2 and D2-1A7). Figure made in BioRender—biorender.com. (B) Expression of GFP observed
under fluorescent microscopy or detected using flow cytometry in Khyg1 NK cells mock, EphA2-CAR or eGFP mRNA transfected 24-h
post-transfection. (C and D) Various CAR detection methods were tested using flow cytometry including using Protein L (biotinylated or
PE-conjugated), goat anti-IgG (H+L)-PE or anti-G4S linker 24–48 h post-transfection in (C) Khyg1 cells or in (D) NK92 or human NK cells.
Data are presented as mean ± SE and data in (B and C) is pooled from four to six independent experiments while data in (D) are pooled from
six to seven independent experiments. Statistical analyses in (C) are carried out using one-way analysis of variance (ANOVA) (multiple
comparisons), where ns: not significant; *p < .05; **p < .01; ***p < .001; ****p < .0001.

AM cytotoxicity assay. Cytotoxicity assays were carried
out using NK92 cells due to their increased functional
activity and clinical relevance as compared to Khyg1 cells
(Figure S2A). A comparison of the different clones used
to generate EphA2-CAR mRNA showed that while all
three EphA2-CAR constructs expressed inNK92 cells were
highly sensitive against the OS cell line MG63 (Figure 3B),
only EphA2-CAR sequence generated from the 4H5 clone
could significantly enhance killing activity of NK92 cells

against another OS cell line, U-2 OS (Figure 3B). These
observations indicate that among the three clones tested,
EphA2-CAR generated from the scFv of the 4H5 antibody
may have the highest specificity against EphA2 expressed
in OS cells. To further validate the efficacy of the EphA2-
CAR generated from the 4H5 clone against other sarcoma
cell lines, we transfected NK92 cells with EphA2-CAR
mRNA at a lower and MaxCyte-recommended concentra-
tion of 200 µg/mL, as we were observing higher incidences
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F IGURE 3 Paediatric sarcomas can be effectively targeted by ephrin type-A receptor-2 (EphA2) (4H5)-chimeric antigen receptor (CAR)
natural killer (NK) cells. (A) Cell surface expression of EphA2 was validated in various paediatric osteosarcoma (MG63, SaOS and U2OS),
Ewing sarcoma (A673) and rhabdomyosarcoma (RD, RH30) using flow cytometry. Differences in killing abilities of the different clones of
EphA2-CAR in NK92 cells were tested against MG63 and U2OS cell lines (B) using a Calcein AM cytotoxicity assay.56–58 EphA2 (4H5)-CAR
NK92 cells were further tested against EphA2-expressing paediatric sarcoma cell lines (SaOS, A673, RD and RH30) to validate the
enhancement in killing activity in vitro (C). Killing efficiency was confirmed to be dependent of EphA2 expression in rhabdomyosarcoma
(RMS) cells, using EphA2-KO cells as control (D). Data are representative of two independent experiments, presented as mean ± SE, and
statistical analyses compared using unpaired t-test (Holm‒Sidak method) at each effector-to-target (E:T) ratio, where ns: not significant;
*p < .05; **p < .01; ****p < .0001.

of cell death after electroporation with 15 pmol of mRNA
delivered per million NK cells (data not shown). Here, we
observed that EphA2-CAR-NK92 cells retained enhanced
specificity against OS cell lines MG63 and U-2 OS, as
well as SaOS (Figure 3C). EphA2-CAR-NK92 cells also
had enhanced killing activity against an EWS cell line
A673 and two RMS cell lines, RD and RH30 as compared
to mock transfected NK92 cells in vitro. The specificity

of the EphA2-CAR-NK cells was validated in EphA2-
knockout (KO) RD and RH30 cell lines, where little killing
of EphA2-KO cells was observed (Figure 3D). We further
show that EphA2-CAR could also be effectively delivered
into freshly isolated PB-derived primary human NK cells,
which enhanced their killing specificities against EphA2-
positive RD and RH30 cell lines in vitro (Figure S2B). In
summary, these results indicate the potential of developing
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an EphA2-CAR mRNA sequence based on the 4H5 clone
for therapeutic use against sarcoma.

3.4 Chemical modifications to mRNA
enhance expression of EphA2-CAR in NK
cells

The accelerated development of a COVID-19 vaccine has
allowed for mRNA technologies to progress at unprece-
dented speed and has shed light on the various potential
modifications that could be made at the mRNA level
to greatly enhance mRNA stability and reduce innate
immunogenicity for therapeutic uses. This was particu-
larly relevant in both COVID-19 vaccines produced by
BioNTech and Moderna,76 of which efficacy were shown
to be attributed to the incorporation of modified ribonu-
cleotide pseudouridine (Ψ) or N1-pseudomethyluridine
(m1Ψ). We have validated the efficacy of delivering and
generating EphA2-CAR mRNA with m1ψ modification
to NK92 and primary human NK cells, demonstrating
enhanced target specificity against the EphA2 antigen in
sarcoma cells. In Figure 4A, we confirm that the use of
m1ψ-modified mRNA (green) does not induce increased
immunogenic responses in primary NK cells, as indi-
cated by the comparable levels of key activation markers
(granzyme B, CD107a and IFN-γ) between m1ψ mRNA-
treated cells and control conditions (UTP 100%, ATP; red).
The flow cytometry profiles appear similar and quantita-
tive analysis revealed no statistically significant differences
between the conditions (p > .05), indicating that the m1ψ-
modified mRNA does not elicit an exaggerated immune
activation response (Figure 4A). Additionally, this m1ψ
modification further enhances protein expression in vitro,
as compared to IVT protocols incorporating uridine (data
not shown), confirming the suitability of modified mRNA
for electroporation into NK cells for transient CAR engi-
neering.
We also tested whether other chemical modifications

could be applied to uridine or m1ψ-modified mRNA for
further enhancement of stability of EphA2-targeting CAR-
NK cells, such as the incorporation of ATPαS in the IVT
reaction which introduces phosphorothioate bonds into
themRNA and increases protein yield and reduces RNase-
induced degradation.77,78 We first tested the stability of
different mRNA formulations such as mRNA chemical
compositions incorporating normal uridine, methoxyuri-
dine, m1Ψ, as well as m1Ψ with varying concentrations of
ATPαS. All mRNA produced with chemical modifications
were found to be stable when stored either at 4◦C or RT by
achieving satisfactory RNA Integrity Number and concen-
trations at all conditions (Figure S4). As a starting point,
eGFPm1ΨmRNAwere first synthesised containing either

0% or 10% ATPαS. Our results demonstrate that incorpo-
ration of 10% ATPαS into eGFP m1Ψ mRNA significantly
increases eGFP intensity across 168 h post-lipofection in
HEK293F cells in vitro (Figure 4B). We then synthesised
EphA2-CARm1ψmRNA containing 0% or 10%ATPαS and
demonstrate a similar trend to eGFP in HEK293F cells
across 96 h post-transfection in NK92 cells (Figures 4C
and S3), indicating increased mRNA stability and there-
fore enhanced and prolonged protein expression with the
incorporation of 10% ATPαS. We then extended our com-
parisons of EphA2-CAR mRNA transfection (Figure S5)
across different sources of clinically relevant NK cells,79,80
including PB-sorted NK cells, the NK92 cell line, and CB-
derived NK cells. These comparisons utilised MaxCyte
STx-based electroporation with various mRNA chemical
compositions incorporating the following: normal uridine,
methoxyuridine, m1Ψ, as well as m1Ψ with 10%, 25%,
or 50% ATPαS. For comparison, LNP-based transfection
using normal uridine mRNA was also tested. The LNP
approach consistently demonstrated lower transfection
efficiency compared toMaxCyte STx-based electroporation
in PB and CB NK cells. Notably, LNPs failed to trans-
fect NK92 cells, whereas all tested chemical modifications
and normal uridinemRNA achieved efficient EphA2-CAR
expression in NK cells using MaxCyte STx (Figure S5A).
Furthermore, cytotoxicity assays were performed on PB
and CB NK cells, as well as NK92 cells, following transfec-
tion. These assays revealed no significant differences in the
enhancement of killing capacity against the target sarcoma
cell line between the various mRNA chemical modifica-
tions (Figure S5B) in each cell type. In a time point-kinetic
experiment, we observed optimal CAR expression after
transfectionwithm1ΨmRNAat the 24-hmark (Figure S6).
Notably, NK92 cells equipped with EphA2-CAR translated
usingm1Ψ+ 10%ATPαS had higher killing activity against
RD cells, albeit not statistically significant, as compared
to EphA2-CAR-NK92 cells generated using m1Ψ mRNA
72 h post-electroporation (Figure 4D). These observations
indicate that ATPαS modifications, among other possible
modifications, are suitable to generate more stable expres-
sion of CARs in NK cells for future therapeutic purposes
against sarcoma.

3.5 EphA2-CAR-NK cells exhibit
enhanced anti-tumour activity in
sarcoma-bearing mouse models

Finally, we evaluated the anti-tumour efficacy of EphA2-
CAR-NK cells in distinct in vivo sarcoma models. In an
RMS model, where RD cells were orthotopically inocu-
lated into mice (Figure 5A), i.v. weekly administration of
EphA2-CAR-NK92 or fortnightly pNK cells significantly
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F IGURE 4 Modifications of mRNA for transient transfection can enhance stability of chimeric antigen receptor (CAR) expression in
natural killer (NK) cells. (A) Modification of eGFP mRNA (UTP, 100%) with N1-methylpseudouridine (m1ψ) transfected into primary NK cells
does not lead to NK cell activation in vitro. NK cells were assessed for interferon-gamma (IFN-γ) and granzyme B production and CD107a
expression 5 h post-transfection with 15 pmol of mRNA/million cells of mRNA. (B) Validation of further modification of m1ψ-modified eGFP
mRNA with 90% ATP + 10% adenosine-5′-(α-thio)-triphosphate (ATPαS) in HEK293F cells in further enhancing mRNA expression over a
period of 168 h by flow cytometry in vitro. (C) Validation of further enhancement of expression of ephrin type-A receptor-2 (EphA2)-CAR
mRNA in NK92 cells over a period of 96 h by flow cytometry when transfected with m1ψ-modified mRNA or m1ψ-modified +mRNA90% ATP
+ 10% ATPαS or mock transfected. CAR detection was carried out using 1:50 dilution of anti-G4S linker antibody. (D) Comparison of
EphA2-CAR NK92 cell killing activity at 72-h timepoint against RD cell line at the 6:1 (NK cells:target) ratio. Data in (A) are representative of
two independent donors from one independent experiment; data in (B and D) are representative of n = 3 biological replicates in one
independent experiments; data in (C) are representative of n = 3 biological replicates from two independent experiments. Data are presented
as mean ± SEM and statistical analyses in (B‒D) are carried out using unpaired t-test at each timepoint (Holm–Sidak method), where ns: not
significant; *p < .05; **p < .01.
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F IGURE 5 Ephrin type-A receptor-2 (EphA2)-chimeric antigen receptor (CAR) natural killer (NK) cells anti-tumour activity in
sarcoma-bearing mice. (A) Dose schedule diagram of the RD in vivo experiment, where GFP+ Luc+ RD cells were orthotopically inoculated in
NSG/A2/hIL-7/hIL-15-KI mice, followed by treatment four weekly doses of CAR-NK92, mock transfected NK92 cells or left untreated (PBS or
control). Figure made in BioRender—biorender.com. (B) Total flux detection from luciferase/luciferin reaction in RD-bearing mice by IVIS
over time. (C) Total flux detection from luciferase/luciferin reaction in RD-bearing mice by IVIS over time at day 39. (D) Representative IVIS
images in RD-bearing mice at day 39. (E) Mice treated with CAR-PB-NK cells, PB-NK cells or untreated were sacrificed and necropsied on day
42 post-inoculation. Ex vivo IVIS images demonstrate bioluminescent signal detected in the lungs indicating metastasis and ratio of
metastatic-positive lungs per group is indicated on numbers on right. (F) Dose schedule diagram of the MG63 GFP+ Luc+ subcutaneous
model in NSG/A2/hIL-7/hIL-15-KI mice, followed by treatment with four doses of CAR-NK cells (PB-derived), mock NK cells or left
untreated (PBS or control). Figure made in BioRender—biorender.com. (G) Primary MG63 tumour growth over time was measured. (H) Mice
displaying disease score closer to the ethical threshold were culled, and overall survival was calculated and compared between groups.
Statistical analyses between multiple groups in (A) were carried out using Kruskal‒Wallis test, in (B) by unpaired t-test, in (G) by two-way
analysis of variance (ANOVA) with Tukey’s multiple comparison test and in (H) by Gehan‒Breslow‒Wilcoxon test, where *p < .05. Results
were generated from n = 6‒7 mice per group per experiment.
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suppressed local tumour progression (Figure 5B‒D). In
the same setting, a subsequent experiment was performed
to analyse metastatic burden in the lungs, which was
observed to be reduced in mice treated with EphA2-CAR-
NK cells (Figure 5E). In a separate OS model using MG63
cells (s.c. inoculated) and PB-derived EphA2-CAR-NK
cells for treatment (Figure 5F), primary tumour growth
was markedly inhibited in the EphA2-CAR-NK cell group
(Figure 5G), accompanied by a notable survival benefit
(Figure 5H). These findings demonstrate that EphA2-CAR
expression, in both NK92 cells and primary blood-derived
NK cells, enhances their anti-tumour activity and survival
outcomes in different sarcoma models.

4 DISCUSSION

CAR-T cell therapies have transformed the field of cancer
immunotherapy, leading to improved immune responses
against cancer. Even though the application of CAR-T
cells has drawbacks, CARs are proving invaluable in the
field of immunotherapy by providing a highly specific
and adaptable platform for targeting cancer cells. This
adaptability has facilitated the development of CAR con-
structs for various immune cells beyond T cells, including
NK cells, thereby expanding the therapeutic potential
of CAR-based treatments. As a result, ongoing research
is focused on optimising CAR constructs, minimising
off-target effects, improving the overall safety profile of
CAR therapies and opening new horizons with enormous
potential to explore mRNA-based expression systems for
CAR immunotherapeutics.81 This report details the design
and validation of EphA2-targeting CAR-NK cells for use
against paediatric sarcomas using mRNA-based trans-
fection systems to transiently engineer hard-to-edit NK
cells for therapeutic purposes. Furthermore, we show that
specific chemical modifications can enhance stability of
mRNA for transient engineering, leading to enhanced
stability and therefore protein expression of EphA2-CAR
in NK cells in vitro. These observations expand on the
feasibility and applicability ofmRNA-based transient engi-
neering of NK cells as a therapeutic modality.
Our study leveraged data from theTARGET-OSprogram

(accession study phs000468.v18.p7) and the E-TABM-1202
dataset for RMS59 to evaluate the prognostic impact of
NK cell infiltration and EphA2 expression. The analy-
sis demonstrated a positive correlation between higher
NK cell scores and improved 5-year survival rates in OS
patients, and inversely, a positive correlation between
higher EphA2 expression scores with poorer 5-year sur-
vival rates in OS and RMS patients. Our robust NK cell
scoring system62 reinforces the observation that they are a
crucial component in the anti-tumour immune response

and significantly impact patient outcomes.82 EphA2 has
emerged as a significant target in various solid tumours,
as its role in tumour angiogenesis, cell migration, and sur-
vival contributes to its oncogenic potential74 and many
studies have explored the targeting of EphA2-CAR T cells
against a variety of solid tumours, including preclinical
models of OS and EWS.83,84 Given the strong association
between NK cell infiltration in solid tumours and over-
all patient survival82 and their favourable safety profile
compared to T cells,19,21,26 combining these properties in
anti-cancer therapies is a logical and promising strategy.
In considering the clinical translation of CAR-NK cell

therapies, it is critical to address safety aspects, partic-
ularly regarding off-target effects and immunogenicity.
EphA2, while significantly overexpressed in sarcomas, is
also present in some healthy tissues, including highly pro-
liferating normal epithelial cells,38 posing a theoretical
risk of unintended targeting. Importantly, clinical trials
to date have not indicated off-target effects, likely due to
the capacity of NK cells to recognise and spare healthy
cells through inhibitory signals from MHC class I/HLA
expression.25 Here, we have selected EphA2 as a target
for proof-of-concept purposes; however, identifying more
selective markers that are minimally expressed in normal
paediatric tissues remains an active area of investigation to
enhance the safety of CAR-NK cell therapies for sarcoma.
CARs have evolved through four generations, each

improving upon the previous to enhance immune cell
function and efficacy.85 In this study, we utilised a second-
generation CAR design that uses CD28 and CD3ξ intra-
cellular domains that have been reported for use in
approved CAR-T cell treatments in clinical trials86 and
in early CAR-NK cells studies87 as a reference starting
point in designing an EphA2-CAR sequence. While the
rationale for the initial incorporation of CD28 as a co-
stimulatory molecule in a second-generation CAR for NK
cells was less well-defined,88 it has recently been vali-
dated to result in enhanced CAR-NK cell persistence and
sustained anti-tumour cytotoxicity.89 Likewise, a second
generation EphA2-CAR incorporating a CD8a transmem-
brane, andCD137, andCD3z costimulatory domains virally
transduced into memory-like NK cells at 20%–30% CAR
positivity could also significantly enhance NK cell activity
against preclinical models of HNSCC.47 Our results com-
paring the different clones show that the scFv derived from
the 4H5 clone of anti-human EphA2 antibody, which is
a humanised version of the EA2 clone of the anti-mouse
EphA2 antibody,49 was most effective for the recognition
and killing of sarcoma tumour cells by EphA2-CAR-NK
cells in vitro. Indeed, the EA2 clone has been previ-
ously shown to stably bind the EphA2 protein epitope
in a conformation found only in malignant cells90 and
would explain why the 4H5 clone is one of the more
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commonly explored clones developed for therapeutic pur-
poses. In sum, our results confirm the suitability of using
such co-stimulatory domains as well as the incorpora-
tion of the scFv region of the 4H5 clone in both NK cell
lines and primary human NK cells in the enhancement of
tumour-targeted cytotoxicity in vitro.
PB-derived NK cells, CB-derived NK cells and NK92

cells each present unique advantages and challenges as
sources for NK cell-based therapies.79,80 PB-derived NK
cells are particularly promising due to their superior capac-
ity for expansion and genetic engineering compared to
CB-derived NK cells, which require careful coordina-
tion with birth clinics to obtain and are therefore less
accessible.80 In contrast, NK92 cells offer ease of cul-
ture and genetic manipulation but are subject to licensing
requirements, making their clinical translation more com-
plex. In our study, PB-derived NK cells demonstrated
robust transfection efficiency and cytotoxic performance,
highlighting their potential as an economically viable and
scalable source for mRNA-based CAR-NK cell therapies.
These findings support PB-derived NK cells as a prac-
tical and effective choice for advancing this therapeutic
approach.
mRNA technologies have revolutionised not only

the development of vaccines but are also emerging as
a groundbreaking platform for cancer therapies. This
advancement is particularly valuable in NK cell therapies,
where traditional genetic editing techniques often face
challenges due to the inherent difficulty of modifying NK
cells. Notably, success rates of successfully virally trans-
ducing primary human NK cells with CAR sequences
can reportedly range widely from 19% to 73%,91 whereas
we and others show that transient electroporation of
CAR sequences in NK cells can consistently reach more
than 80% one day after electroporation.92,93 However,
this emerging platform is not without drawbacks as the
transient nature of mRNA expression often requires
repeated administrations of CAR-NK cells to maintain
therapeutic effects. Nevertheless, various studies have
demonstrated that mRNA-edited NK cell therapies pos-
sess significant therapeutic potential and should not be
dismissed despite their challenges.81 The transient nature
of mRNA expression offers the advantage of controlled,
on-demand modulation of NK cell functions, allowing
for flexible and adjustable treatment regimens. More-
over, advancements in mRNA stabilisation and delivery
techniques are continually improving the durability and
efficiency of mRNA-based modifications. Here, we show
that current mRNA technologies incorporating m1Ψ can
be enhanced through further chemical modifications
using 10% hydrolysis-resistant ATP analogue, ATPαS,
as an optimal concentration that does not compromise
mRNA yield (data not shown) or performance.77 Either

too low or too high ATPαS concentrations can impede
ribosomal sliding and tRNA recognition due to its unusual
chemical properties.77,78 ATPαS is presumed to prevent
or delay mRNA degradation from the 3′ end, particularly
by stabilising the PolyA tail, thus enhancing mRNA sta-
bility and prolonging its expression.77 In Escherichia coli,
ATPαS increases scanning ribosome number, suggesting
improved translation initiation in ATPαS-containing
mRNAs. Thus, our results indicate that ATPαS could
have induced a similar effect on eukaryotic, that is,
NK cell translation complexes. To our knowledge, this
is the first study reporting on the testing of modified
mRNA incorporating m1Ψ and ATPαS modifications to
improve the stability of CAR protein expression. Future
studies should explore the optimisation of other chemical
modifications, as different modifications may exhibit
varying levels of effectiveness depending on the specific
mRNA application. While our in vitro data indicate that
CAR expression and killing capacity decline over time
post-transfection, it is important to note that in vivo, the
rate ofmRNAdilutionmay differ significantly. In a clinical
setting, infused NK cells are unlikely to proliferate, and
dilute mRNA as rapidly as observed in culture, suggesting
that therapeutic effects may persist longer than our in
vitro findings suggest. These dynamics, however, war-
rant further investigation in appropriate in vivo models
evaluating their impact on NK cell viability and function
over extended periods, as well as therapeutic efficacy to
harness their full potential for cancer immunotherapy.
In summary, CAR-T cell therapies have revolutionised

cancer treatment by providing targeted and adaptable
approaches to enhance immune responses against cancer.
This study extends this innovation to NK cells by develop-
ing and validating EphA2-targeting CAR-NK cells through
mRNA-based transfection, showcasing improved mRNA
stability via specific chemical modifications. Our findings
underscore the importance of NK cells in anti-tumour
immunity and highlight EphA2 as a critical oncotarget,
with higher NK cell scores correlating with better sur-
vival in OS patients. Our research contributes to the
broadening of the scope of CAR technology in NK cells,
reinforces the potential of mRNA engineering to overcome
the challenges of modifying NK cells and offers promis-
ing prospects for developing more effective and versatile
cancer therapies. Advancing EphA2-CAR-NK cell thera-
pies toward clinical application will require further in vivo
preclinical studies using advanced animal models that bet-
ter mimic the human tumour microenvironment and its
immunosuppressive challenges. Combining EphA2-CAR-
NK cells with immune checkpoint inhibitors or other
immune-modulating agents may enhance therapeutic effi-
cacy and durability. Additionally, refining CAR specificity
and identifying highly tumour-selective targets will be
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essential to minimise risks to healthy tissues and improve
safety. Addressing these aspects represents a crucial step
in moving CAR-NK cell therapies from preclinical mod-
els to potential clinical use, broadening the scope of NK
cell-based immunotherapy for paediatric sarcomas.

AUTH OR CONTRIBUT IONS
Conception and design of the study: Pui Yeng Lam, Nat-
acha Omer, Wayne Nicholls, Seth W. Cheetham and
Fernando Souza-Fonseca-Guimaraes. Acquisition of data:
Pui Yeng Lam, Gustavo R. Rossi, Hannah Tompkins, Cui
Tu, Natacha Omer, Josh K.M. Wong, Jane Sun, Maria
Victorova, Elaina Coleborn, Cheng-Yu Lin, Ahmed M.
Mehdi, Amos Choo, Zewen Kelvin Tuong, Louisa Alim
and Fernando Souza-Fonseca-Guimaraes. Development of
critical reagents: Lachlan J. Dobson, Alexander D. McLel-
lan and Timothy Mercer. Analysis and interpretation of
data: Pui Yeng Lam, Cui Tu, Natacha Omer, Josh K.M.
Wong, Gustavo R. Rossi, Maria Victorova, Hannah Tomp-
kins, Cheng-Yu Lin, Ahmed M. Mehdi, Andrew Brooks,
Seth W. Cheetham, Amos Choo, Zewen Kelvin Tuong
and Fernando Souza-Fonseca-Guimaraes. Drafting the
manuscript: Pui Yeng Lam, Cui Tu, Natacha Omer, SethW.
Cheetham, Wayne Nicholls and Fernando Souza-Fonseca-
Guimaraes. All authors have revisited and approved the
final article.

ACKNOWLEDGEMENTS
We thank all members of the Guimaraes and Cheetham
laboratories, TRI flow cytometry, preclinical imaging and
histology cores and BRF facilities for their support. We
thank the Australian Red Cross for the provision of buffy
coats, Mr. Peter Gee from MaxCyte Technologies and Mr.
Tony Pnewski from ScaleReady (WilsonWolf) for their
technical advice and insights, and Prof. Fiona Simpson and
Prof. Fumihiko Ishikawa for providing the NSG-A2 and
NSG-hIL-7/hIL-15, respectively. The authors acknowledge
the facilities and the scientific and technical assistance of
the BASE mRNA Facility at the University of Queensland.
BASE is supported by Therapeutic Innovation Australia
(TIA). TIA is supported by the Australian Government
through the National Collaborative Research Infrastruc-
ture Strategy program. This research was carried out at the
Translational Research Institute,Woolloongabba, Queens-
land, Australia. The Translational Research Institute is
supported by grants from the Australian and Queensland
Governments. The Guimaraes Laboratory is funded by
the US Department of Defense—Breast Cancer Research
Program—Breakthrough Award Level 1 (#BC200025);
the Metro South Health Research Support Scheme—Co-
Funded Collaboration Grant (#RSS_2023_085); a grant
(#2019485) awarded through the Medical Research Future
Fund (in a co-funded partnership with the QLDChildren’s

Hospital Foundation, Microba Life Sciences, Miltenyi
Biotec, the Richie’s Rainbow Foundation, the Transla-
tional Research Institute and UQ); a grant from the
National Breast Cancer Foundation (#2023/IIRS0063); a
grant from the Australia and New Zealand Sarcoma
Association (ANZSA) supported by Kicking Goals for
Xav, Stoney’s Steps and Stop Sarcoma, an Ian Frazer
Centre for Children’s Immunotherapy Research Grant
(#IFC0022021) and funding from the Cooper Rice-Brading
Foundation, The Tie Dye Project, The Kids Cancer Project,
Bricks & Smiles, Tour de Cure and the PA Research Foun-
dation. C.T., E.C., J.K.M.W., L.A. and M.V. were funded
by the Australian Government Research Training Program
Scholarship. N.O. is funded by the NHMRC Postgraduate
scholarship, the Queensland Children’s Hospital Research
Fellowship and the Children’s Hospital Foundation Mary
McConnel Career Boost Program for Women in Paediatric
Research Grant (#WIS0092024). S.W.C. is funded by the
Australian Research Council (#DE230100036).
Open access publishing facilitated by The University

of Queensland, as part of the Wiley - The University
of Queensland agreement via the Council of Australian
University Librarians.

CONFL ICT OF INTEREST STATEMENT
F.S.F.G is a BoardMember of Cure Cancer Australia Foun-
dation and member of the Scientific Advisory Committee
of ANZSA. Microba Life Sciences sponsors research in the
laboratory of F.S.F.G. Other authors have no commercial,
proprietary or financial interest in this study.

DATA AVAILAB IL ITY STATEMENT
The data that support the findings of this study are openly
available in the TARGET-OS database at https://www.can
cer.gov/ccg/research/genome-sequencing/target/using
target-data (accession study phs000468.v18.p7), Array-
Express database at https://www.ebi.ac.uk/biostudies/
arrayexpress (accession ID E-TABM-1202 RMS dataset,
Refs.63, 64 and GSE147390).

ETH ICS STATEMENT
All experiments conducted in this study used human-
derived materials in compliance with ethical guidelines
and were approved by the Human Research Ethics
Committee (HREC) at the University of Queensland
(approval number: 2023/HE000027) and Metro South
Health (approval number: HREC/2019/QMS/55385, rati-
fied by the UQ HREC). All animal experiments were
conducted following the animal ethics guidelines pro-
vided by the National Health and Medical Research
Council of Australia and approved by the University of
Queensland—Health Sciences Animal Ethics Committee
(ethics number: 2021/AE000294).

https://www.cancer.gov/ccg/research/genome-sequencing/target/usingtarget-data
https://www.cancer.gov/ccg/research/genome-sequencing/target/usingtarget-data
https://www.cancer.gov/ccg/research/genome-sequencing/target/usingtarget-data
https://www.ebi.ac.uk/biostudies/arrayexpress
https://www.ebi.ac.uk/biostudies/arrayexpress


18 of 20 LAM et al.

ORCID
AmosChoo https://orcid.org/0009-0006-3736-5267
ZewenKelvinTuong https://orcid.org/0000-0002-6735-
6808
FernandoSouza-Fonseca-Guimaraes https://orcid.org/
0000-0002-2037-8946

REFERENCES
1. Lachota M, Vincenti M, Winiarska M, Boye K, Zagożdżon

R, Malmberg K-J. Prospects for NK cell therapy of sarcoma.
Cancers. 2020;12(12):3719.

2. Hernandez Tejada FN, Zamudio A, Marques-Piubelli ML,
Cuglievan B, Harrison D. Advances in the management of
pediatric sarcomas. Curr Oncol Rep. 2020;23(1):3.

3. Keegan TH, Ries LA, Barr RD, et al. Comparison of can-
cer survival trends in the United States of adolescents and
young adults with those in children and older adults. Cancer.
2016;122(7):1009-1016.

4. Gill J, Gorlick R. Advancing therapy for osteosarcoma. Nat Rev
Clin Oncol. 2021;18(10):609-624.

5. Riggi N, Suva ML, Stamenkovic I. Ewing’s sarcoma. N Engl J
Med. 2021;384(2):154-164.

6. Chen C, Dorado Garcia H, Scheer M, Henssen AG. Current and
future treatment strategies for rhabdomyosarcoma. Front Oncol.
2019;9:1458.

7. Lam PY, Souza-Fonseca-Guimaraes F. Highlight of 2023:
unlocking the therapeutic potential of natural killer cells—
advances in adaptive functions, cellular engineering and
immunotherapy. Immunol Cell Biol. 2024;102(6):444-447.

8. Wong JKM, Dolcetti R, Rhee H, Simpson F, Souza-Fonseca-
Guimaraes F. Weaponizing natural killer cells for solid cancer
immunotherapy. Trends Cancer. 2023;9(2):111-121.

9. Cho D, Shook DR, Shimasaki N, Chang Y-H, Fujisaki H,
Campana D. Cytotoxicity of activated natural killer cells against
pediatric solid tumors. Clin Cancer Res. 2010;16(15):3901.

10. Ames E, Canter RJ, Grossenbacher SK, et al. NK cells prefer-
entially target tumor cells with a cancer stem cell phenotype. J
Immunol. 2015;195(8):4010-4019.

11. Stahl D, Gentles AJ, Thiele R, Gutgemann I. Prognostic profil-
ing of the immune cell microenvironment in Ewing’s sarcoma
family of tumors. Oncoimmunology. 2019;8(12):e1674113.

12. Yang X, Zhang W, Xu P. NK cell and macrophages confer prog-
nosis and reflect immune status in osteosarcoma. J Cell Biochem.
2019;120(5):8792-8797.

13. Rademacher MJ, Cruz A, Faber M, et al. Sarcoma IL-12 over-
expression facilitates NK cell immunomodulation. Sci Rep.
2021;11(1):8321.

14. Tong AA, Hashem H, Eid S, Allen F, Kingsley D, Huang
AY. Adoptive natural killer cell therapy is effective in reduc-
ing pulmonary metastasis of Ewing sarcoma. Oncoimmunology.
2017;6(4):e1303586.

15. Chawla SP, Chua-Alcala VS, Gordon EM, et al. Interim analysis
of a phase I study of SNK01 (autologous nongeneticallymodified
natural killer cells with enhanced cytotoxicity) and avelumab
in advanced refractory sarcoma. J Clin Oncol. 2022;40(suppl
16):11517.

16. Chawla SP, Kim KM, Chua VS, Jafari O, Song PY. Phase I study
of SNK01 (autologous non-genetically modified natural killer

cells with enhanced cytotoxicity) in refractory metastatic solid
tumors. J Clin Oncol. 2020;38(suppl 15):e15024.

17. Omer N, Nicholls W, Ruegg B, Souza-Fonseca-Guimaraes F,
Rossi GR. Enhancing natural killer cell targeting of pediatric
sarcoma. Front Immunol. 2021;12:791206.

18. Myers JA, Miller JS. Exploring the NK cell platform for cancer
immunotherapy. Nat Rev Clin Oncol. 2021;18(2):85-100.

19. Bellal M, Malherbe J, Damaj G, Du Cheyron D. Toxicities,
intensive care management, and outcome of chimeric antigen
receptor T cells in adults: an update. Crit Care. 2024;28(1):69.

20. Guzman G, Reed MR, Bielamowicz K, Koss B, Rodriguez A.
CAR-T therapies in solid tumors: opportunities and challenges.
Curr Oncol Rep. 2023;25(5):479-489.

21. Liu E, Marin D, Banerjee P, et al. Use of CAR-transduced natu-
ral killer cells in CD19-positive lymphoid tumors. N Engl J Med.
2020;382(6):545-553.

22. Xiao L, Cen D, Gan H, et al. Adoptive transfer of NKG2D
CAR mRNA-engineered natural killer cells in colorectal cancer
patients.Mol Ther. 2019;27(6):1114-1125.

23. Portillo AL, Hogg R, Poznanski SM, et al. Expanded human
NK cells armed with CAR uncouple potent anti-tumor activ-
ity from off-tumor toxicity against solid tumors. iScience.
2021;24(6):102619.

24. Sheridan C. Industry appetite for natural killer cells intensifies.
Nat Biotechnol. 2023;41(2):159-161.

25. Souza-Fonseca-Guimaraes F, Cursons J, Huntington ND. The
emergence of natural killer cells as a major target in cancer
immunotherapy. Trends Immunol. 2019;40(2):142-158.

26. Marin D, Li Y, Basar R, et al. Safety, efficacy and determinants of
response of allogeneic CD19-specific CAR-NK cells in CD19(+)
B cell tumors: a phase 1/2 trial. Nat Med. 2024;30(3):772-784.

27. Park H, Awasthi A, Ayello J, et al. ROR1-specific chimeric
antigen receptor (CAR) NK cell immunotherapy for high risk
neuroblastomas and sarcomas. Biol Blood Marrow Transplant.
2017;23(suppl 3):S136-S137.

28. Chang Y-H, Connolly J, Shimasaki N, Mimura K, Kono K,
Campana D. A chimeric receptor with NKG2D specificity
enhances natural killer cell activation and killing of tumor cells.
Cancer Res. 2013;73(6):1777-1786.

29. Sutlu T, Nystrom S, Gilljam M, et al. Inhibition of intracellular
antiviral defense mechanisms augments lentiviral transduction
of human natural killer cells: implications for gene therapy.
Hum Gene Ther. 2012;23(10):1090-1100.

30. Lin CY, Gobius I, Souza-Fonseca-Guimaraes F. Natural killer
cell engineering—anewhope for cancer immunotherapy. Semin
Hematol. 2020;57(4):194-200.

31. Gong Y, Klein Wolterink RGJ, Wang J, Bos GMJ, Germeraad
WTV. Chimeric antigen receptor natural killer (CAR-NK) cell
design and engineering for cancer therapy. J Hematol Oncol.
2021;14(1):73.

32. Verdun N, Marks P. Secondary cancers after chimeric antigen
receptor T-cell therapy. N Engl J Med. 2024;390(7):584-586.

33. Raza A, Rossi GR, Janjua TI, Souza-Fonseca-Guimaraes F,
Popat A. Nanobiomaterials to modulate natural killer cell
responses for effective cancer immunotherapy. Trends Biotech-
nol. 2023;41(1):77-92.

34. Gargett T, BrownMP. The inducible caspase-9 suicide gene sys-
tem as a “safety switch” to limit on-target, off-tumor toxicities of
chimeric antigen receptor T cells. Front Pharmacol. 2014;5:235.

https://orcid.org/0009-0006-3736-5267
https://orcid.org/0009-0006-3736-5267
https://orcid.org/0000-0002-6735-6808
https://orcid.org/0000-0002-6735-6808
https://orcid.org/0000-0002-6735-6808
https://orcid.org/0000-0002-2037-8946
https://orcid.org/0000-0002-2037-8946
https://orcid.org/0000-0002-2037-8946


LAM et al. 19 of 20

35. Jayaraman J, Mellody MP, Hou AJ, et al. CAR-T design:
elements and their synergistic function. EBioMedicine.
2020;58:102931.

36. Sterner RC, Sterner RM. CAR-T cell therapy: current limitations
and potential strategies. Blood Cancer J. 2021;11(4):69.

37. Giordano G, Merlini A, Ferrero G, et al. EphA2 expression in
bone sarcomas: bioinformatic analyses and preclinical charac-
terization in patient-derived models of osteosarcoma, Ewing’s
sarcoma and chondrosarcoma. Cells. 2021;10(11):2893.

38. Xiao T, Xiao Y, Wang W, Tang YY, Xiao Z, Su M. Targeting
EphA2 in cancer. J Hematol Oncol. 2020;13(1):114.

39. Garcia-Monclus S, Lopez-Alemany R, Almacellas-Rabaiget O,
et al. EphA2 receptor is a key player in the metastatic onset of
Ewing sarcoma. Int J Cancer. 2018;143(5):1188-1201.

40. Megiorni F, Gravina GL, Camero S, et al. Pharmacological tar-
geting of the ephrin receptor kinase signalling by GLPG1790 in
vitro and in vivo reverts oncophenotype, induces myogenic dif-
ferentiation and radiosensitizes embryonal rhabdomyosarcoma
cells. J Hematol Oncol. 2017;10(1):161.

41. Posthumadeboer J, Piersma SR, Pham TV, et al. Surface pro-
teomic analysis of osteosarcoma identifies EPHA2 as receptor
for targeted drug delivery. Br J Cancer. 2013;109(8):2142-2154.

42. Donovan LK, Delaidelli A, Joseph SK, et al. Locoregional deliv-
ery of CAR T cells to the cerebrospinal fluid for treatment
of metastatic medulloblastoma and ependymoma. Nat Med.
2020;26(5):720-731.

43. Shi H, Yu F, Mao Y, et al. EphA2 chimeric antigen receptor-
modified T cells for the immunotherapy of esophageal squa-
mous cell carcinoma. J Thorac Disease. 2018;10(5):2779-2788.

44. Hsu K, Middlemiss S, Saletta F, Gottschalk S, McCowage GB,
Kramer B. Chimeric antigen receptor-modified T cells target-
ing EphA2 for the immunotherapy of paediatric bone tumours.
Cancer Gene Therapy. 2021;28(3):321-334.

45. Chow KKH, Naik S, Kakarla S, et al. T cells redirected to
EphA2 for the immunotherapy of glioblastoma. Mol Therapy.
2013;21(3):629-637.

46. An Z, Hu Y, Bai Y, et al. Antitumor activity of the third
generation EphA2 CAR-T cells against glioblastoma is associ-
ated with interferon gamma induced PD-L1. OncoImmunology.
2021;10(1):1960728.

47. JacobsMT,Wong P, ZhouAY, et al.Memory-like differentiation,
tumor-targeting mAbs, and chimeric antigen receptors enhance
natural killer cell responses to head andneck cancer.ClinCancer
Res. 2023;29(20):4196-4208.

48. Dobson LJ, Saunderson SC, Smith-Bell SW, McLellan AD.
Sleeping beauty kit sets provide rapid and accessible genera-
tion of artificial antigen-presenting cells for natural killer cell
expansion. Immunol Cell Biol. 2023;101(9):847-856.

49. Damschroder MM, Widjaja L, Gill PS, et al. Framework
shuffling of antibodies to reduce immunogenicity and manip-
ulate functional and biophysical properties. Mol Immunol.
2007;44(11):3049-3060.

50. Goldgur Y, Susi P, Karelehto E, et al. Generation and character-
ization of a single-chain anti-EphA2 antibody. Growth Factors.
2014;32(6):214-222.

51. Geddie ML, Kohli N, Kirpotin DB, et al. Improving the devel-
opability of an anti-EphA2 single-chain variable fragment for
nanoparticle targeting.MAbs. 2017;9(1):58-67.

52. Larson RC, Maus MV. Recent advances and discoveries in the
mechanisms and functions of CAR T cells. Nat Rev Cancer.
2021;21(3):145-161.

53. Savoldo B, Ramos CA, Liu E, et al. CD28 costimulation
improves expansion and persistence of chimeric antigen
receptor-modified T cells in lymphoma patients. J Clin Invest.
2011;121(5):1822-1826.

54. Sabnis S, Kumarasinghe ES, Salerno T, et al. A novel amino lipid
series for mRNA delivery: improved endosomal escape and sus-
tained pharmacology and safety in non-human primates. Mol
Ther. 2018;26(6):1509-1519.

55. Leighton LJ, Chaudhary N, Tompkins HT, et al. The design,
manufacture and formulation of mRNA for research-use. Nat
Methods. 2024.

56. Rossi GR,Goncalves JP,McCulloch T, et al. The antitumor effect
of heparin is not mediated by direct NK cell activation. J Clin
Med. 2020;9(8):2666.

57. Rossi GR, Sun J, Lin CY, et al. A scalable, spin-free approach to
generate enhanced induced pluripotent stem cell-derived nat-
ural killer cells for cancer immunotherapy. Immunol Cell Biol.
2024;102(10):924-934.

58. Rautela J, Dagley LF, de Oliveira CC, et al. Therapeutic block-
ade of activin—a improves NK cell function and antitumor
immunity. Sci Signal. 2019;12(596):eaat7527.

59. Missiaglia E, Williamson D, Chisholm J, et al. PAX3/FOXO1
fusion gene status is the key prognostic molecular marker
in rhabdomyosarcoma and significantly improves current risk
stratification. J Clin Oncol. 2012;30(14):1670-1677.

60. Wrobel L, Gudys A, Sikora M. Learning rule sets from survival
data. BMC Bioinform. 2017;18(1):285.

61. Foroutan M, Bhuva DD, Lyu R, Horan K, Cursons J, Davis MJ.
Single sample scoring ofmolecular phenotypes.BMCBioinform.
2018;19(1):404.

62. Cursons J, Souza-Fonseca-Guimaraes F, Foroutan M, et al. A
gene signature predicting natural killer cell infiltration and
improved survival in melanoma patients. Cancer Immunol Res.
2019;7(7):1162-1174.

63. Cillo AR, Mukherjee E, Bailey NG, et al. Ewing sarcoma and
osteosarcoma have distinct immune signatures and intercellular
communication networks. Clin Cancer Res. 2022;28(22):4968-
4982.

64. Netskar H, Pfefferle A, Goodridge JP, et al. Pan-cancer profiling
of tumor-infiltrating natural killer cells through transcriptional
reference mapping. Nat Immunol. 2024;25(8):1445-1459.

65. Qiu X, Liu Y, Shen H, et al. Single-cell RNA sequenc-
ing of human femoral head in vivo. Aging. 2021;13(11):15595-
15619.

66. Polanski K, YoungMD,Miao Z, Meyer KB, Teichmann SA, Park
JE. BBKNN: fast batch alignment of single cell transcriptomes.
Bioinformatics. 2020;36(3):964-965.

67. Wolf FA, Angerer P, Theis FJ. SCANPY: large-scale single-cell
gene expression data analysis. Genome Biol. 2018;19(1):15.

68. Matsuda M, Ono R, Iyoda T, et al. Human NK cell development
in hIL-7 and hIL-15 knockin NOD/SCID/IL2rgKO mice. Life Sci
Alliance. 2019;2(2):e201800195.

69. Wong JKM, McCulloch TR, Alim L, et al. TGF-beta signalling
limits effector function capacity of NK cell anti-tumour immu-
nity in human bladder cancer. EBioMedicine. 2024;104:105176.



20 of 20 LAM et al.

70. Strowig T, Gurer C, Ploss A, et al. Priming of protective T cell
responses against virus-induced tumors in mice with human
immune system components. J Exp Med. 2009;206(6):1423-1434.

71. Stewart E, Federico SM, Chen X, et al. Orthotopic patient-
derived xenografts of paediatric solid tumours. Nature.
2017;549(7670):96-100.

72. Jenkins DE, Oei Y, Hornig YS, et al. Bioluminescent imaging
(BLI) to improve and refine traditional murine models of tumor
growth and metastasis. Clin Exp Metastasis. 2003;20(8):733-744.

73. Benjamini Y, Hochberg Y. Controlling the false discovery rate: a
practical and powerful approach to multiple testing. J R Stat Soc
B (Methodological). 1995;57:289-300.

74. Janes PW, Vail ME, Gan HK, Scott AM. Antibody targeting of
Eph receptors in cancer. Pharmaceuticals (Basel). 2020;13(5):88.

75. Yi Z, Prinzing BL, Cao F, Gottschalk S, Krenciute G. Optimizing
EphA2-CAR T cells for the adoptive immunotherapy of glioma.
Mol Ther Methods Clin Dev. 2018;9:70-80.

76. Morais P, Adachi H, Yu YT. The critical contribution of pseu-
douridine to mRNA COVID-19 vaccines. Front Cell Dev Biol.
2021;9:789427.

77. Strzelecka D, Smietanski M, Sikorski PJ, Warminski M,
Kowalska J, Jemielity J. Phosphodiestermodifications inmRNA
poly(A) tail prevent deadenylation without compromising pro-
tein expression. RNA. 2020;26(12):1815-1837.

78. Kawaguchi D, Kodama A, Abe N, et al. Phosphorothioate mod-
ification of mRNA accelerates the rate of translation initiation
to provide more efficient protein synthesis. Angew Chem Int Ed
Engl. 2020;59(40):17403-17407.

79. Klingemann H. The NK-92 cell line-30 years later: its impact on
natural killer cell research and treatment of cancer.Cytotherapy.
2023;25(5):451-457.

80. Pfefferle A, Contet J, Wong K, et al. Optimisation of a pri-
mary human CAR-NK cell manufacturing pipeline. Clin Transl
Immunol. 2024;13(5):e1507.

81. Wu J, Wu W, Zhou B, Li B. Chimeric antigen receptor therapy
meetsmRNA technology.Trends Biotechnol. 2024;42(2):228-240.

82. Nersesian S, Schwartz SL, Grantham SR, et al. NK cell infil-
tration is associated with improved overall survival in solid
cancers: a systematic review and meta-analysis. Transl Oncol.
2021;14(1):100930.

83. Prinzing B, Schreiner P, Bell M, Fan Y, Krenciute G, Gottschalk
S. MyD88/CD40 signaling retains CAR T cells in a less differen-
tiated state. JCI Insight. 2020;5(21):e136093.

84. Hsu K, Middlemiss S, Saletta F, Gottschalk S, McCowage GB,
Kramer B. Chimeric antigen receptor-modified T cells target-
ing EphA2 for the immunotherapy of paediatric bone tumours.
Cancer Gene Ther. 2021;28(3-4):321-334.

85. Moscarelli J, Zahavi D, Maynard R, Weiner LM. The next gen-
eration of cellular immunotherapy: chimeric antigen receptor-
natural killer cells. Transplant Cell Ther. 2022;28(10):650-656.

86. Tomasik J, Jasiński M, Basak GW. Next generations of CAR-
T cells—new therapeutic opportunities in hematology? Front
Immunol. 2022;13:1034707.

87. Oelsner S, Friede ME, Zhang CC, et al. Continuously expand-
ing CAR NK-92 cells display selective cytotoxicity against B-cell
leukemia and lymphoma. Cytotherapy. 2017;19(2):235-249.

88. Lang S, Vujanovic NL, Wollenberg B, Whiteside TL. Absence
of B7.1-CD28/CTLA-4-mediated co-stimulation in human NK
cells. Eur J Immunol. 1998;28(3):780-786.

89. Acharya S, Basar R, Daher M, et al. CD28 costimulation aug-
ments CAR signaling in NK cells via the LCK/CD3Z/ZAP70
signaling axis. Cancer Discov. 2024;14(10):1879-1900.

90. Coffman KT, Hu M, Carles-Kinch K, et al. Differential EphA2
epitope display on normal versus malignant cells. Cancer Res.
2003;63(22):7907-7912.

91. Boissel L, Betancur M, Lu W, et al. Comparison of mRNA
and lentiviral based transfection of natural killer cells with
chimeric antigen receptors recognizing lymphoid antigens.Leuk
Lymphoma. 2012;53(5):958-965.

92. Oei VYS, Siernicka M, Graczyk-Jarzynka A. Intrinsic functional
potential of NK-cell subsets constrains retargeting driven by
chimeric antigen receptors. Cancer Immunol Res. 2018;6(4):467-
480.

93. Chu Y, Hochberg J, Yahr A, et al. Targeting CD20+ aggressive
B-cell non-Hodgkin lymphoma by anti-CD20 CAR mRNA-
modified expanded natural killer cells in vitro and in NSGmice.
Cancer Immunol Res. 2015;3(4):333-344.

SUPPORT ING INFORMATION
Additional supporting information can be found online
in the Supporting Information section at the end of this
article.

How to cite this article: Lam PY, Omer N, Wong
JKM, et al. Enhancement of anti-sarcoma
immunity by NK cells engineered with mRNA for
expression of a EphA2-targeted CAR. Clin Transl
Med. 2025;15:e70140.
https://doi.org/10.1002/ctm2.70140

https://doi.org/10.1002/ctm2.70140

	Enhancement of anti-sarcoma immunity by NK cells engineered with mRNA for expression of a EphA2-targeted CAR
	Abstract
	1 | INTRODUCTION
	2 | MATERIAL AND METHODS
	2.1 | Cells
	2.2 | Plasmid construction, in vitro transcription and stability testing
	2.3 | mRNA-lipid nanoparticle production
	2.4 | mRNA transfections
	2.5 | Flow cytometry and microscopy analyses
	2.6 | In vitro cytotoxicity assay
	2.7 | Bioinformatics analysis
	2.8 | Mice
	2.9 | Xenogeneic sarcoma mouse models
	2.10 | Statistical analyses

	3 | RESULTS
	3.1 | Association of NK cell score and EphA2 expression with 5-year survival in sarcoma patients using the TARGET database and RMS E-TABM-1202
	3.2 | Validation of CAR expression in NK cells
	3.3 | EphA2-targeting CAR-NK cells effectively target sarcoma cells in vitro
	3.4 | Chemical modifications to mRNA enhance expression of EphA2-CAR in NK cells
	3.5 | EphA2-CAR-NK cells exhibit enhanced anti-tumour activity in sarcoma-bearing mouse models

	4 | DISCUSSION
	AUTHOR CONTRIBUTIONS
	ACKNOWLEDGEMENTS
	CONFLICT OF INTEREST STATEMENT
	DATA AVAILABILITY STATEMENT

	ETHICS STATEMENT
	ORCID
	REFERENCES
	SUPPORTING INFORMATION


