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Abstract

Objectives. As the prognosis of relapsed/refractory (R/R) acute
myeloid leukaemia (AML) remains poor, novel treatment strategies
are urgently needed. Clinical trials have shown that chimeric
antigen receptor (CAR)-T cells for AML are more challenging than
those targeting CD19 in B-cell malignancies. We recently
developed piggyBac-modified ligand-based CAR-T cells that target
CD116/CD131 complexes, also known as the GM-CSF receptor
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(GMR), for the treatment of juvenile myelomonocytic leukaemia.
This study therefore aimed to develop a novel therapeutic method
for R/R AML using GMR CAR-T cells. Methods. To further improve
the efficacy of the original GMR CAR-T cells, we have developed
novel GMR CAR vectors incorporating a mutated GM-CSF for the
antigen-binding domain and G4S spacer. All GMR CAR-T cells were
generated using a piggyBac-based gene transfer system. The anti-
tumor effect of GMR CAR-T cells was tested in mouse AML
xenograft models. Results. Nearly 80% of the AML cells
predominant in myelomonocytic leukaemia were found to express
CD116. GMR CAR-T cells exhibited potent cytotoxic activities
against CD116" AML cells in vitro. Furthermore, GMR CAR-T cells
incorporating a G4S spacer significantly improved long-term
in vitro and in vivo anti-tumor effects. By employing a mutated
GM-CSF at residue 21 (E21K), the anti-tumor effects of GMR CAR-T
cells were also improved especially in long-term in vitro settings.
Although GMR CAR-T cells exerted cytotoxic effects on normal
monocytes, their lethality on normal neutrophils, T cells, B cells
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and NK cells was minimal. Conclusions. GMR CAR-T cell therapy
represents a promising strategy for CD116" R/R AML.

Keywords: AML, CD116, GM-CSF, GM-CSF receptor, GMR, low

affinity

INTRODUCTION

In spite of the modern advances in intensive
chemotherapy and haematopoietic stem cell
transplantation (HSCT), the prognosis of acute
myeloid leukaemia (AML) remains poor.'3
Approximately  10-20% of AML patients
experience induction failure,® and 5-year survival
is only 60% in paediatric AML patients>® and 40%
in adults.”? AML outcomes further deteriorate in
patients with such poor prognostic factors as FMS-
like tyrosine kinase 3 (FLT3) mutations.”® Thus,
effective and safe therapies are urgently needed
for AML patients.

Recent clinical trials have shown impressive
results for CD19 antigen-specific chimeric antigen
receptor-T  (CAR-T) cell therapies in B-cell
malignancies.> '®* However, AML-directed CAR-T
cell treatments have been challenging to date in
clinical studies.'"” Specifically, the ‘on target off
tumor effect’ is almost inevitable when CAR-T
cells are targeted to AML blasts since the AML-
associated target antigens are generally expressed
on normal myeloid cells as well."®*2" New
strategies are therefore needed to improve the
safety and efficacy of CAR-T cell therapy for AML.

The granulocyte-macrophage colony-
stimulating factor (GM-CSF) receptor (GMR)
consists of two subunits: an o subunit (CD116) and
a common B subunit (CD131) that is shared with
IL-3 and IL-5 receptors. As the o subunit of the
GMR, CcD116 is expressed in  juvenile
myelomonocytic leukaemia (JMML),>> AML and
normal myeloid cells.” Specifically,
hypersensitivity to GM-CSF is a hallmark of JMML,
with mutually exclusive genetic abnormalities in
the GMR signalling pathway.?*?> A recent study
revealed that hypersensitivity to GM-CSF was also
found in chronic myelomonocytic leukaemia
(CMML).?®  Moreover, approximately 30% of
CMML patients obtained clinical benefit from the
GM-CSF inhibitor lenzilumab in a phase I/lb
clinical trial.?” We recently demonstrated the
antiproliferative effects of ligand-based GMR-
specific CAR-T cells against JMML with minimal
toxicity to normal myeloid progenitor cells.?
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Since CD116 is overexpressed in 63-78% of AML
cases,”>?® and especially in the FLT3-mutated AML
associated with poor prognosis,>®> we hypothesise
that CAR-T cells targeting CD116/CD131 complexes
may be a promising strategy for the treatment of
high-risk and relapsed/refractory (R/R) AML.

The residue 21 of GM-CSF plays a critical role in
its biological activity.3® Mutated analogs of GM-
CSF at this residue, such as E21K and E21R, exhibit
distinct biological functions as compared with the
wild type.®' Thus, it is possible that mutated
ligand-based GMR CAR-T cells can alter the
biological interactions between CAR-T cells and
their targets, which may enhance anti-tumor
activity.

In the present study, we aimed to demonstrate
that GMR CAR-T cells could elicit anti-tumor
effects against AML both in vitro and in vivo. By
employing both an optimised spacer and a
specifically mutated GM-CSF at residue 21, we also
sought to improve the in vivo anti-tumor effects
of GMR CAR-T while maintaining minimal toxicity
on normal cells.

RESULTS

The GM-CSF receptor o chain, CD116, is
highly expressed in AML cells

To determine whether the GM-CSF receptor o
chain (CD116) could be used as a target of CAR-T
therapy for AML, we examined CD116 expression
in 5 AML cell lines by flow cytometry. CD116 was
highly expressed in the myelomonocytic
leukaemia lines of THP-1 (French—American—British
[FAB] classification M5), MV4-11 (M5) and
ShinAML-1 (M4) and was partially expressed in
Kasumi-1 (M2) and HL-60 (M3) cell lines
(Figure 1a). In contrast, CD116 was minimally
expressed in the B-acute lymphoblastic leukaemia
(ALL) cell line (KOPN57bi) (Figure 1a). We next
evaluated CD116 expression in primary leukaemic
cells by analysing peripheral blood or bone
marrow samples obtained from 29 AML patients
with various FAB subtypes (M1-M7) (Figure 1b, ¢)
(Supplementary figure 1 and Supplementary table
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Figure 1. CD116 (GMRa) is expressed in AML. CD116 expression was examined in both AML cell lines and primary leukaemic samples from
AML patients. (a) Surface CD116 (GMRa) expression relative to the isotype control of 5 AML cell lines: Kasumi-1, HL-60, shinAML-1, THP-1,
MV4-11 and 1 ALL cell line (KOPN57bi). RFI was calculated by dividing the MFI of samples with that of the isotype control (b, c). Summary
results of CD116 expression on primary leukaemia cells from 29 AML patients according to FAB classification. The percentage of CD116-positive
cells (b) and RFI (c) is shown. (d) Comparison of CD116 expression between 29 AML patients and 5 ALL patients. The percentage of CD116-
positive cells and RFl is shown. (e) Comparison of CD116 expression between 3 CMML patients and 5 JMML patients. The percentage of CD116-
positive cells and RFI is shown. Mann-Whitney U-tests were used to identify significant differences. *P < 0.05, **P < 0.01, n.s., not significant.

1). Overall, the median (range) percentage of
CD116" cells was 24.4 (1.0-98.1) % in AML
patients (Figure 1d), and 24 of 29 (83%) AML
patients showed a CD116 relative fluorescence
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intensity (RFl) of >2 (Figure 1d). Specifically,
myelomonocytic and monocytic leukaemia (FAB
M4 and MS5) displayed significantly higher
percentages (median 60.1%, range 20.5-98.1%,
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P < 0.001) of CD116" cells than those (median
11.5%, range 1.0-87.8% P <0.01) of other
subtypes (M1-3 and M6-7) (Figure 1b). CD116
expression  levels were  consistently and
significantly higher (RFl: median 7.1 range 2.3-
36.0, P<0.01) in FAB M4 and M5 subtypes as
compared with those (RFl: median 2.6, range 1.1-
11.0) of other subtypes (Figure 1c¢). These results
indicated that AML, especially of the
myelomonocytic lineage, highly expressed CD116.
CD116 was overexpressed in AML, whereas
negligible percentages (median 1.4%, range 0.6
2.8%) and intensities (RFl: median 1.5, range 1.2-
1.6) of CD116 were observed in ALL cells
(Figure 1d). Additionally, both CMML and JMML
expressed high levels of CD116 (Figure 1e). Based
on the above findings, we proceeded to
investigate the anti-tumor effects of GMR CAR-T
therapy for AML, particularly of myelomonocytic
lineage.

GMR CAR-T cells exert anti-tumor effects on
AML cells in vitro

We previously described the antiproliferative
effects of ligand-based GMR CAR-T cells against
JMML cells.?? However, our original GMR CAR
construct contained GM-CSF as an antigen-binding
site and an IgG1 CH2CH3 hinge lesion as a spacer
(GMRWT CAR [CH2CH3]) (Figure 2a), which might
abrogate the in vivo efficacy of CAR-T cells.?*3*
As expected, GMRWT CAR[CH2CH3]-T cells showed
no anti-tumor effects in vivo (Supplementary
figure 2). Therefore, we constructed 2 new
plasmid vectors of GMR™WT CAR (Figure 2a) by
either removing the CH2CH3 region (ACH2CH3) or
replacing it with a G4S linker (G4S) (Figure 2a). As
shown in Figure 2b, GMR"T CAR-T cells with
either the ACH2CH3 spacer (GMRWT CAR
[ACH2CH3]-T cells) or G4S spacer (GMRWT CAR
[G4S]-T cells) displayed similar CAR expression
levels (37-42%), which were comparable to that
of the original GMR CAR-T cells (46%) (data not
shown).

To examine the anti-tumor effects of GMR"W'
CAR-T cells on AML cells in vitro, GMRYT CAR-T
cells were co-cultured with 4 different subtypes of
AML cell lines: FAB M2, M3, M4 and M5. On day 5
of co-culture, GMRWT CAR-T cells with either the
ACH2CH3 or GA4S spacer had eradicated the
CD116" ShinAML-1 and THP-1 cells (Figure 2c). The
GMRWT CAR-T cells also exhibited specific anti-
tumor effects on CD116" in the MV4-11 (M5) cell
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line and could eradicate Kasumi-1 (M2) cells
having only partial CD116 expression (Figure 2c¢).
These anti-tumor effects were comparable for the
ACH2CH3 and G4S spacers. In contrast, neither of
the GMRWT CAR-T cell types exerted anti-tumor
effects on HL-60 (M3) cells weakly expressing
CD116 (Figure 2c).

We next explored the long-term killing ability
of the GMRWT CAR-T cells with different spacers.
Against multiple challenges of leukaemia cells,
the GMRW'T CAR[ACH2CH3]-T cells initially
reduced, but ultimately failed, to control tumor
growth, whereas the GMRW' CAR[G4S]-T cells
could sustain their anti-tumor activity against
both MV4-11 and THP-1 even after a second or a
third challenge (Figure 2d) (Supplementary figure
3). Thus, the G4S spacer appeared to provide
superior long-term anti-tumor effects to GMR"'
CAR-T cells in vitro.

To compare the in vivo anti-tumor activities of
GMRWT CAR-T cells with different spacers, THP-1
firefly Luciferase (ffLuc)-bearing NOD. Cg-
Prkdc@112rg™"™"'/Sz) (NSG) mice were treated
with intravenous injection of 1.2 x 10° of CAR-T
cells (Figure 2e). In mice receiving PBS, tumor
progression was evident (Figure 2f-g), and all
mice had succumbed to leukaemia by day 60
(Figure 2h). Similarly, CD19.CAR-T cells were
unable to control leukaemia progression, and all
mice had died by day 80. Conversely, GMR"'
[G4S] CAR-T cells significantly suppressed
leukaemia  progression as compared with
CD19.CAR-T cells as well as with GMR"™ CAR
[ACH2CH3]-T cells (both, P <0.01) (Figure 2g).
These substantial anti-tumor effects translated to
a significant prolongation of survival in GMRWT
CAR[G4S]-T cells versus PBS and CD19.CAR-T cells
(both, P <0.01), with all the mice surviving more
than 145 days (Figure 2h). Together with the
long-term in vitro co-culture results, GMRWYT CAR
[G4S]-T cells were considered to have robust and
durable anti-tumor activities against CD116" AML.

CAR-T cells with a mutated GM-CSF ligand
exhibit superior anti-tumor effects

We simultaneously sought to further improve the
anti-tumor activity of GMR CAR by modulating
the binding affinity of the antigen recognition
site. Based on studies performed by Lopez
et al.,3%3" GM-CSF mutations at residue 21 in GMR
CAR vectors were used to fine-tune the antigen-
binding ability of GMR CAR-T cells.

© 2021 The Authors. Clinical & Translational Immunology published by John Wiley & Sons Australia, Ltd on behalf of
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Figure 2. GMR CAR-T with modified G4S spacer exhibited superior anti-leukaemic effects against AML cells. (a) Schematic diagram of the GMR
CAR constructs with spacer modifications. The CH2CH3 region was removed from the original GMR CAR (CH2CH3) construct and replaced with
either an IgG1 hinge region (ACH2CH3) or 3 repeated sequences of GGGGS (G4S). (b) Representative surface CAR expression of 2 GMR CAR-T
cells with different spacers (ACH2CH3 and G4S). Mock-T cells were used as a negative control. (c) In vitro anti-tumor effects of the spacer-
modified GMR CAR-T cells. GMR CAR-T cells were co-cultured with 5 different AML lines at an E:T ratio of 1:5 or 1:10. The numbers of residual
live leukaemia cells at 5 days after co-culture are shown. Data represent the mean & SEM (n = 3). Student’s t-tests were employed to identify
significant differences. *P < 0.05, **P < 0.01, n.s., not significant. (d) Long-term in vitro killing ability of GMR CAR-T by serial co-culture assays.
GMR CAR-T cells were co-cultured with THP-1 or MV4-11. On day 3 or 4 of serial co-culture, the cells were harvested and analysed by flow
cytometry to quantify the residual leukaemic cells and T cells. Fresh leukaemia cells were repeatedly added at the defined E:T ratio (n = 1). (e)
Experimental plan of the THP-1 ffLuc xenograft model. On day 3 after leukaemia inoculation, the mice were treated with 1.2 x 10° GMR CAR-T
cells (dose was adjusted by CAR" cells). (f) Sequential BLI study in the THP-1 ffLuc xenograft model. BLI was performed approximately every
10 days until day 120. (g) Summary of the BLI results in each treatment group. Data represent the mean + SEM of each group. *P < 0.05,
**p < 0.01. (h) Kaplan-Meier analysis of survival for each treatment group. Log-rank tests were used for statistical analysis of survival between
groups. *P < 0.05, **P < 0.01. Data are representative of one experiment (n = 5 mice per group) (g, h).
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Screening analysis of 7 mutated GMR CAR
constructs (Figure 3a) with the CH2CH3 spacer
revealed that GMR CAR-T cells with GM-CSF E21R or
E21K mutations (GMR®?'™® or GMR®?'¥) exhibited
superior anti-tumor activity in vitro (Figure 3b)
against THP-1 cells. Accordingly, we constructed
GMR CAR vectors with either E21K or E21R
mutations and the ACH2CH3 spacer (Figure 3c).
Both mutated GMRF'™ and GMR®™™ CAR
[ACH2CH3]-T cells showed equivalent CAR
expression (Figure 3d). To test the anti-tumor
activity of the mutated GMR CAR-T cells, THP-1-
bearing NSG mice were intravenously treated with
5 x 10° total T cells (Figure 3e). All control group
mice had died from leukaemia by day 49 (PBS) or
day 53 (CD19.CAR-T cells) (Figure 3f) because of the
leukaemia  progression, as confirmed by
pathological examination (Supplementary figure
4). The mice treated with GMRWT CAR[ACH2CH3]-T
cells had succumbed to leukaemia by day 63
(Figure 3f). In contrast, the animals treated with
both GMR®'® and GMR®"* CAR[ACH2CH3]-T cells
showed significantly prolonged survival over
controls (PBS or CD19.CAR-T cells) (all, P < 0.01) as
well as over GMR"WT CAR[ACH2CH3]-T cells (E21R,
P < 0.01; E21K, P = 0.02), with some surviving more
than 150 days. These results indicated that
modifying the antigen-binding site could further
improve the anti-tumor effects of GMR CAR-T cells.

Fine-tuned GMR CAR-T cells display
enhanced anti-tumor effects

To further optimise GMR CAR-T cells, the mutated
GMR CAR-T cells were incorporated with the G4S
spacer (Figure 4a). Both the mutated GMR®'® and
GMRE?'"® GMR CAR[G4S]-T cells showed similar
CAR expression levels (Figure 4b, «¢) and
comparable ex vivo expansion of transduced T
cells (Figure 4d), as compared to GMR™WT CAR
[G4S]-T cells as well as GMR CAR[ACH2CH3]-T cells
(Figure 4c, d). To examine whether the mutated
GM-CSF ligands could ameliorate long-term
in vitro anti-tumor effects, GMR CAR-T cells were
sequentially co-cultured with THP-1 cells or MV4-
11 cells. After multiple leukaemia cell challenges,
GMRE2'CAR[G4S]-T cells maintained superior anti-
tumor activity to GMRWTCAR[G4S]-T cells against

MV4-11 cells, but not against THP-1 cells
(Figure 4e) (Supplementary figure 5).
Furthermore, GMRE?'CAR[G4S]-T cells showed

significantly better proliferation in response to
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both THP-1 cells and MV4-11 cells than
GMRWTCAR[G4S]-T cells after 2-5 stimulations.
Next, MV4-11-bearing NSG mice were
intravenously treated with 1.2 x 10° GMR CAR
[G4S]-T cells to evaluate in vivo anti-tumor effects
(Figure 4f). On day 45, peripheral blood samples
were collected from the mice, and leukaemia cell
burden was quantified by detecting the MLL-AF4
fusion gene using qRT-PCR. In control group mice
(PBS and CD19.CAR-T cells), substantial amounts
of leukaemic MLL-AF4 fusion transcripts were
observed on day 45 (Figure 4g), and most animals
had died by day 60 (Figure 4g). MLL-AF4 fusion
transcripts were also detected in the mice treated
with GMRE2™® CAR[GA4S]-T cells regardless of the
spacer, and approximately half of them had died
by day 75. No leukaemic MLL-AF4 transcripts were
detected in mice treated with GMRWTCAR[GA4S]-T
cells or GMRE?'™CAR[G4S]-T cells (Figure 4h),
which resulted in significantly longer survival than
in control groups (both P <0.05) (Figure 4h)
(Supplementary table 2).

GMR CAR-T responses correlated with the
CD116 expression levels of target cells

To investigate whether the expression levels of
CD116 correlated with the cytotoxic effects of
GMR CAR-T cells, we co-cultured GMRE?'® CAR
[G4S]-T cells with 3 cell lines (MV4-11, Kasumi-1
and K562) possessing different CD116 levels. As
expected, cytotoxicity against the 3 cell lines was
correlated to the CD116 expression levels of the
target  cells (Supplementary  figure 6).
Furthermore, IFN-y, IL-2 and TNF-a production by
GMRE2'® CAR[G4S]-T cells correlated with CD116
expression levels (Supplementary figure 6). To

confirm these observations, we co-cultured
GMRE?'™®  CAR[G4S]-T cells with 7 leukaemic
primary cells exhibiting different CD116

expression levels (Supplementary figure 7). The
cytotoxicity of the GMRE?'™ CAR[G4S]-T cells were
closely correlated to the % of CD116-positive cells
in the target cells (R?>=0.7444, P=0.07)
(Supplementary figure 8). In agreement, IFN-y
production levels against leukaemia cells were
also related to target cell CD116 expression levels
(R? = 0.7404, P = 0.013) (Supplementary figure 8).
These results confirmed that the cytotoxic and
cytokine responses of GMRF?'™ CAR[G4S]-T cells
correlated strongly with the CD116 levels of the
target cells.

© 2021 The Authors. Clinical & Translational Immunology published by John Wiley & Sons Australia, Ltd on behalf of
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Figure 3. GMR CAR-T with mutated ligand-binding site exhibited superior anti-leukaemia activity against AML. (a) Schematic diagram of the WT
or mutated GMR CAR constructs with the CH2CH3 hinge region. (b) Screening co-culture experiment of WT or mutated GMR CAR-T and THP-1.
GMR CAR-T was co-cultured with THP-1 cells at E:T ratios of 1:50 or 1:100. At 5 days of co-culture, the living leukaemia cells were quantified by
flow cytometry and counting beads (n = 1). The percentage of cytotoxicity was calculated by the following formula: (100 — [count of CD33™ cells
with CAR-T cells/count of CD33™ cells without CAR-T cells]) x 100%. (c) Schematic diagram of the WT and E21R- and E21K-mutated GMR CAR
constructs with the ACH2CH3 spacer. (d) Representative surface expression of CAR in GMR CAR-T cells with the WT or mutated GM-CSF ligand
and incorporating the ACH2CH3 spacer. (e) Experimental plan of the THP-1 xenograft model. NSG mice were intravenously injected with
1 x 10° THP-1 cells on day 0. The mice received 5 x 10° of GMR CAR-T cells (dose was adjusted by CD3" cells) on day 3. (f) Kaplan—Meier
analysis for each treatment group). Log-rank tests were used for statistical analysis of survival between groups. *P < 0.05, **P < 0.01. Data are
representative of one experiment (PBS, n = 6; CD19, n = 4, GMR WT, n = 3; GMR E21R and E21K, n = 5 mice per group).

only negligible levels. We observed a significantly

Safety of GMR CAR-T cells higher percentage and RFlI for CD116 in

To characterise the safety profile of GMR CAR-T
cells, CD116 expression was examined in normal
haematopoietic cells. As expected, nearly 100% of
monocytes and neutrophils expressed CD116
(Figure 5a, b), while T, B and NK cells expressed
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monocytes than in neutrophils (Figure 5b, c). We
subsequently co-cultured GMR CAR-T cells with
PBMCs or polymorphonuclear leukocytes (PMNs)
to determine whether GMR CAR-T cells affected
normal haematopoietic cells. All of the tested
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Figure 4. GMR®'® CAR-T cells incorporating a G4S spacer exhibited potent anti-leukaemic effects. (a) Schematic diagram of the CAR constructs
of GMR CAR with a mutated GMR ligand-binding site and G4S spacer. (b) Representative surface expression of GMR CAR-T cells generated from
a healthy donor with wild-type GMR or with mutated GMR and the G4S spacer. (c¢) Comparison of CAR expressions among GMR CAR-T cells
with 6 different constructs (ACH2CH3 or G4S x WT, E21K or E21R). Data represent CAR expression in GMR CAR-T cells generated from 5
(ACH2CH3) or 6 (G4S) healthy donors 14 days after the culture initiation. Each colour represents a different donor. (d) Total CAR™ T cell numbers
generated by the piggyBac-modified CAR-T generation system from 10 x 10° PBMCs after 14 days of culture. Data represent the numbers of
CD3"CAR™ cells obtained from 5 (ACH2CH3) or 6 (G4S) healthy donors. Each colour represents a different donor. (e) Long-term in vitro killing
ability of the mutated GMR CAR-T cells with the G4S spacer by serial co-culture assays. GMR CAR-T cells were co-cultured with 1 x 10° THP-1
or MV4-11 cells in each well of 48-well plates. On day 3 or 4 of serial co-culture, the cells were harvested and analysed by flow cytometry to
quantify the residual leukaemic cells and CAR" T cells. CAR-T cells were repeatedly re-challenged with fresh leukaemia cells at the defined E:T
ratio. The mean + SEM values from 3 independent experiments are shown. Student’s t-tests were used to identify significant differences.
#P < 0.05, **P < 0.01. (f) Experimental plan of the MV4-11 xenograft model. NSG mice were treated with 1.2 x 10° GMR CAR-T cells (dose
was adjusted by CAR™ cells) on day 3 after tumor inoculation. (g) Leukaemic MLL-AF4 transcripts in peripheral blood samples were examined by
QgRT-PCR. Data represent the median (range) of each group. (h) Kaplan-Meier analysis of each treatment group. Log-rank tests were used for
statistical analysis of survival among the groups. *P < 0.05, **P < 0.01. Data are representative of one experiment (PBS, n = 3; CD19, n = 5;
GMR, n =5 mice per group) (g, h).
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Figure 5. Safety profile of GMR CAR-T cells. (a—c¢) CD116 expression in normal haematopoietic cells of healthy donors. Representative
histogram plots (a) and summary results of CD116 (%) (b) and CD116 (RFl) (c) are shown. Data represent the median (range) values from 3
donors. Mann-Whitney U-tests and Kruskal-Wallis tests were used to identify significant differences between treatment groups. *P < 0.05,
**P < 0.01, n.s., not significant. (d) PBMCs (monocytes and T, B and NK cells) or PMNs (neutrophils) were co-cultured with GMR CAR-T cells
at an E:T = 1:1 for 3 days, and then B cells (CD19"CD37), NK cells (CD16°CD3"), neutrophils (CD11b"CD3~) and monocytes (CD11b"CD3™)
were quantified by flow cytometry using counting beads. (e). Samples of 500 human cord blood CD34" cells and effector cells (Mock-T cells
or GMR CAR-T cells) were co-cultured at the indicated E:T ratios. On day 7, colony numbers of erythroid and myeloid colonies from the co-
cultures were quantified using STEMvision™. The mean % SD values are shown (n = 3). Student’s t-tests were employed to identify significant
differences. *P < 0.05, **P < 0.01.

© 2021 The Authors. Clinical & Translational Immunology published by John Wiley & Sons Australia, Ltd on behalf of
Australian and New Zealand Society for Immunology, Inc.

2021 | Vol. 10 | e1282
Page 9



GMR CAR-T therapy for acute myeloid leukaemia

GMR CAR-T cells exerted substantial cytotoxic
effects on monocytes, but only negligible
cytotoxicity on T, B and NK cells (Figure 5d).
Surprisingly, GMR CAR-T cells minimally affected
neutrophils despite high neutrophil CD116
expression. Although GMR CAR-T cells induced
higher cytotoxic effects on CD116 highly
expressing dendritic cells (DCs) than on control
CD19 CAR-T cells, they did not eradicate DCs, even
at high E:T ratios (Supplementary figure 9).

To examine the toxic effects of GMR CAR-T cells
on haematopoietic stem cells (HSCs)/progenitor
cells (HPCs), CD116 expression in those cells was
analysed by flow cytometry. Although HSCs and
HPCs partially expressed CD116, their expression
levels were remarkably lower than that in bone
marrow myeloid cells (Supplementary figure 10).
We next assessed the impact of GMR CAR-T cells
on HSCs by colony-forming assays. All of the
tested GMR CAR-T cells were comparably toxic to

myeloid progenitor cells but showed limited
cytotoxicity on erythroid progenitor cells
(Figure 5e). Statistical analysis showed that

myeloid progenitor cells were significantly more
susceptible to GMR CAR-T cells than were
erythroid progenitor cells.

Optimised GMR CAR-T cells exhibit a
favorable phenotype

To characterise the phenotype of the optimised
GMRE?'™®  CAR[G4S]-T cells, immunophenotypes
were examined by flow cytometry. Consistently
with our previous reports,®>3® piggyBac-modified
GMR CAR-T cell products contained 68.7 + 11.6%
of CD3" cells with CD8" dominance and a low
percentage (10.4 + 4.3%) of CD3 CD56" cells
(Supplementary figure 11a, b). Moreover, GMR
CAR-T cells contained approximately 20.2 + 2.4%
of the CCR7'CD45RA™ naive/stem cell memory
population (Supplementary figure 11c, d).
Although 485 + 11.2% of GMR CAR-T cells
expressed the exhaustion marker TIM3, they
minimally expressed other markers, such as PD-1
and LAG3 (Supplementary figure 11e, f). These
phenotypical characteristics were comparable
among GMR CAR-T cells with 6 different CAR
configurations (Supplementary figure 12). These
findings suggested that the piggyBac-modified
GMR CAR-T cells possessed a relatively favorable
phenotype that might be beneficial in clinical
trials.
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DISCUSSION

The present study comprehensively demonstrated
that GMR CAR-T cells redirected to a GMR
complex exhibited specific and potent anti-tumor
activity against CD116° AML cells both in vitro
and in vivo. Although various kinds of CAR-T cells
have been developed for AML, there remain
challenges in AML targeting, mostly because of
the heterogeneous and weak expression of target
antigens and myelotoxicity. We herein described
novel GMR CAR-T cells specifically targeted
CD116" AML cells for eradication at very low E:T
ratios in vitro. Not only did the GMR CAR-T cells
demonstrate durable cytotoxic activity against
multiple challenges of AML cells in vitro, they also
completely suppressed the progression of CD116"
AML cells in multiple AML xenograft models.
Furthermore, fine-tuning of GMR CAR-T cells with
the E21K mutation of GM-CSF and a G4S spacer
produced a CAR configuration and phenotype
suitable for clinical testing.

This study showed that 82% of AML primary
cells overexpressed CD116, which was consistent
with recent studies?®?® showing CD116 expression
in 63%-78% of AML cells. Specifically, higher
CD116 expression was observed in AML with the
M4-5 FAB subtypes in accordance with the
remarkably high CD116 expression in JMML and
CMML. These AML subtypes may be of clinical
relevance because of the potential suboptimal
response to venetoclax with hypomethylating
agents.>’” The CD116 expression pattern in AML
subtypes differs from those of CD33 and CD123,%®
both of which have been promising targets in
CAR-T therapy for AML.*® The unique therapeutic
range provided by GMR CAR-T cells represents an
attractive alternative CAR-T treatment for R/R
AML.

The design of spacers connecting the antigen
recognition site and transmembrane region is
known to affect the persistency and efficacy of
CAR-T cells.32334941 specifically, GMR CAR-T cells
incorporating the G4S spacer exhibited superior
long-term in vitro anti-tumor activity over the
ACH2CH3 spacer consistently with a greater long-
term in vitro killing ability. Although the precise
mechanism of the difference between CH2CH3
and G4S was not addressed in this study, one
possible explanation was that a different spacer
length could provide the optimal distance
between target antigens and CAR-T cells.*?
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The present study also demonstrated that the
use of a mutated GM-CSF (E21K) significantly
improved long-term in vitro anti-tumor activities.
Recent structure-function studies have revealed
that GMRs may be binary complexes of GMRa
alone (low-affinity receptors) or
hexamer/dodecamer complexes consisting of both
GMR o and B chains (high-affinity receptors).”®
The E21K-mutated GM-CSF analog has been
reported as harbouring a significantly decreased
binding ability to high-affinity receptors but
maintaining an equivalent binding ability to low-
affinity ones.>® Given that most AML cells express
both high- and low-affinity receptors, the
GMRE?'8 CAR[GA4S]-T cells are considered to have a
lower binding ability to AML cells than do GMR"W"
CAR-T cells. Recent studies of low-affinity CARs
targeting CD19,** ErbB2* and ICAM-1%¢ showed
comparable or superior anti-tumor effects to high-
affinity CARs in preclinical and clinical trials in
spite of conflicting data in preliminary research
stages.*”*® Although the mechanism of how low-
affinity CARs improve the anti-tumor activity of
CAR-T cells remains undetermined, it has been
postulated that a shorter duration of receptor-
ligand interactions may cause repeated
stimulations of CARs, thus leading to enhanced
intracellular proliferative signalling.** A lower
binding ability to leukaemia cells could therefore
have contributed to the improved long-term
in vitro anti-tumor effects of the GMRF'® CAR
[G4S]-T cells. Additionally, Lopez et al. have
described that GM-CSF analogs with mutations at
residue 21 (E21R and E21K) function only as
antagonists, without inducing agonistic
effects.3%3" Therefore, the avoidance of unwanted
signals through the GMR in leukaemia cells may
also support the enhanced anti-tumor effects of
GMR®'® CAR[G4S]-T cells.

Safety tests revealed that the toxicity of GMR
CAR-T cells was restricted to normal monocytes.
Surprisingly, GMR CAR-T cells minimally affected
normal neutrophils despite their CD116 expression
being similar to that on monocytes. The clinical
characteristics of MonoMAC syndrome patients
who congenitally lack monocytes have been well
described.*®>>° Based on those features, transient
monocytopenia caused by GMR CAR-T cells should
be manageable if the patient is bridged to HSCT.
Meanwhile, GMR CAR-T cells showed significantly
higher cytotoxic effects on myeloid progenitor
cells than on erythroid progenitor cells. Since
myelotoxicity could not completely be ruled out,
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bridging HSCT will be required for the clinical
application of GMR CAR-T cells.

A variety of safety switch systems have been
developed for eliminating CAR-T cells in the case
of excessive reactivation, some of which have
already been translated into clinical trial settings,
such as truncated epidermal growth factor
receptor + cetuximab  and  iCasp9 + AP1903.%"
Although no safety switch systems were applied in
the present study, the incorporation of such a
system would further enhance the safety of CAR-T
therapy and should therefore be studied
specifically in patients who are ineligible for
HSCT.

Lastly, we employed a piggyBac system to
transfect GMR CAR genes into T cells. Consistently
with our previous studies,>*>® piggyBac-modified
GMR CAR-T cells showed a naive/stem cell memory
T cell-dominant phenotype as indicated by the
CD45RA'CCR7" population, which has been
related to the increased persistency and anti-
tumor effects of CAR-T cells in both preclinical®?
and clinical studies.>® Furthermore, the present
investigation revealed that the piggyBac-modified
GMR CAR-T cells minimally expressed such
exhaustion markers as PD-1 and LAG3. This
favorable phenotype of piggyBac-modified GMR
CAR-T cells may have contributed to the long-
term anti-tumor effects observed in our preclinical
trials.

The limitations of this study include the
restricted expression of CD116 in myelomonocytic
AML. Approximately 20-30% of AML cases cannot
be targeted by GMR CAR-T cells and require
alternative therapeutic approaches. Another
limitation is the potential safety issues of GMR
CAR-T cells. Although we extensively examined
their toxicity on haematopoietic cells, the adverse
effects on other tissues were not investigated in
this study. Since the GMR has not yet been tested
as a target of immunotherapy, its safety must
carefully be evaluated in a phase | clinical trial.

CONCLUSIONS

Optimised GMR CAR-T cells containing an E21K
GM-CSF mutant and G4S spacer exhibited potent
anti-tumor effects against CD116° AML both
in vitro and in vivo. GMR CAR-T cells minimally
affected normal haematopoietic cells apart from
monocytes. Further testing is warranted to
determine the safety and efficacy of piggyBac-
modified GMR CAR-T therapy on R/R AML.
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METHODS

This study was conducted in accordance with the Helsinki
Declaration and was approved by the institutional review
board of Shinshu University School of Medicine.

Plasmids

The PiggyBac transposase plasmid (pCMV-piggyBac)®* and

original GMR CAR with a CH2CH3 hinge construct (CH2CH3)
were as described previously.?? In order to improve in vivo
persistence, we modified the original GMR CAR vector by
replacing the CH2CH3 hinge region with either an IgG1
hinge region (ACH2CH3) or 3 repeated sequences of GGGGS
(G4S). To modulate the antigen-binding ability of GMR
CAR, 7 new types were generated by replacing E with each
of the following amino acids: R, K, H, D, S, F and A. The
mutated GMR CAR constructs with E21R or E21K were
further modified by incorporating either a ACH2CH3 or G4S
spacer.

PiggyBac transposon-based gene transfer
and culture method

GMR CAR-T cells were generated from healthy donor
peripheral blood mononuclear cells (PBMCs) using piggyBac
transposon-mediated  gene  transfer, as  described
previously.3® Briefly, 15 x 10° PBMCs were electroporated
with 5 ug of a pIRII-GMR CAR transposon plasmid and a
pCMV-piggyBac transposase plasmid using a 4D-
Nucleofector device (program FL-115) and P3 primary cell
4D-Nucleofector X kit (Lonza, Basel, Switzerland).
Electroporated cells were then cultured with 2 x 10°
irradiated PBMCs pulsed by viral peptide pools. Cells were
maintained in serum-free TexMACS™ medium (Miltenyi
Biotec, Inc., Auburn, CA) supplemented twice a week with
IL-7 and IL-15. On day 7, the cells were transferred to G-
REX10 culture flasks (Wilson Wolf, New Brighton, MN) and
stimulated with 3.0 x 10 OKT3 blasts pulsed by viral
peptide pools, as previously reported.3> On days 14-16, the
cells were harvested for further experiments.

Flow cytometry

Anti-human GM-CSF-PE, CD3-APC, CD33-PE (Miltenyi Biotec,
Auburn, CA); CD45RA-Pacific blue, CCR7-APC/cy7, CD4-
Pacific blue, CD8-APC/cy7, CD19-APC-Cy7, CD3-FITC, CD11b-
APC, CD38-BV421, CD33-BV605, CD34-APC, CD45RA-BV786
and CD16-Pacific Blue (Biolegend, San Diego, CA); and
CD116-PE (BD Biosciences, Franklin Lakes, NJ) antibodies
were used for analysis. Flow cytometric data were acquired
by BD FACSCanto™Il, BD FACSCelesta™ or BD Accuri™ C6
Plus (BD Biosciences San Jose, CA) and analysed by FlowJo
(TOMY Digital Biology, Tokyo, Japan).

Leukaemia cells

The AML cell lines (THP-1, MV4-11, Kasumi-1 and HL-60)
were all purchased from ATCC (Manassas, VA). ShinAML-1
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was established in our laboratory from a patient with AML
FAB MA4. Primary leukaemia samples were analysed from
AML patients after obtaining informed written consent. The
THP-1-ffLuc cell line was established in our laboratory using
lentiviral transduction.

Co-culture experiments

Samples of 1.0-2.5 x 10° target cells (tumor cells or PBMCs)
were co-cultured with effector cells at the indicated E:T
ratios in RPMI 1640 medium supplemented with 10% foetal
bovine serum. On day 1 or 5, the cells were harvested and
analysed by flow cytometry to quantify the numbers of
leukaemia cells and T cells using Count Bright Absolute
Counting Beads® (Invitrogen, Carlsbad, CA).

For serial co-culture experiments, leukaemia cells and
1.0 x 10° T cells were co-cultured at E:T ratios of 1:1 and
1:5 in each well of 48-well plates. On day 2-4, half of the
cells were analysed by flow cytometry. Aliquots of 1.0 x 10°
tumor cells were then added to the remaining cells.

Cytokine production assay

Co-culture supernatants were collected 24 h after culture
initiation and analysed in cytokine production assays. IFN-y
concentrations were measured using a Human IFN gamma
High Sensitivity ELISA Kit (Abcam, Cambridge, UK).

To determine the multiple cytokine responses of GMR
CAR-T cells to target cells, the production levels of IL-2,
TNF-oo and IFN-y were measured using a Cytometric Bead
Array Kit (BD Biosciences, San Jose, CA). After 24 h of co-
culture, cell culture supernatants were collected, and
cytokine concentrations were measured and analysed. Data
were acquired on BD Accuri™ C6 Plus (BD Biosciences) and
analysed by FCAP Array™ Ver.3.0 (BD Biosciences).

Animal experiments

All animal studies were approved by the Institutional
Animal Care and Usage Committee of Shinshu University
School of Medicine. NOD. Cg-Prkdc*@I12rgt™'1SzJ (NSG)
mice were purchased from Charles River Laboratories
(Wilmington, MA).

In the THP-1-ffLuc xenograft model, 1.0 x 10° THP-1-
ffLuc cells were intravenously injected into NSG mice. Three
days after tumor inoculation, the mice were treated with
intravenous injection of 1.2 x 106 GMR CAR-T cells or
control CAR-T cells (dose was adjusted by CAR" cells).
Bioluminescence imaging (BLI) was performed twice per
week to track leukaemia burden after intraperitoneal
injection of D-Luciferin (OZ Bioscience, San Diego, CA)
using the Night OWL Il LB983 system (Berthold Oak, Ridge,
TN).

In the THP-1 xenograft model, 1.0 x 10% THP-1 cells were
intravenously injected into NSG mice. Three days after
tumor inoculation, the mice were treated with intravenous
injection of 5.0 x 10° CAR-T cells (dose was adjusted by
CD3" cells).

In the MV4-11 xenograft model, 1.0 x 10° MV4-11 cells
were intravenously injected into NSG mice on day 0. On day
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3, the mice were treated with intravenous injection of
1.2 x 105 GMR CAR-T cells (dose was adjusted by CAR"
cells). To quantify the leukaemic cell load in vivo, blood
samples were obtained from the mice, and MLL-AF4
chimeric transcripts were examined by quantitative reverse-
transcriptase polymerase chain reaction (qRT-PCR) by SRL
Inc. (Tokyo, Japan) on day 52 using the primers presented
in the Supplementary Data.

All mice were sacrificed according to predefined ethical
criteria.

Dendritic cell generation

CD14" cells were isolated from healthy donor peripheral
blood mononuclear cells using CD14 MicroBeads (Miltenyi
Biotec, Auburn, CA). Mature and immature dendritic cells
(DCs) were generated as previously described °°, Briefly,
CD14" cells were supplemented with IL-4 (1000 IU mL™") and
GM-CSF (800 IU mL ") on days 0, 3 and 5. For generating
mature DGCs, cells were further supplemented with IL-1B
(10 ng mL™"), TNF-o (10 ng mL™), IL-6 (10 ng mL™") and
PGE2 (1 pg mL") on day 5.

MTT assay for evaluating toxicity of GMR
CAR-T cells on normal human dendritic cells

Normal human dendritic cells (NHDC) were purchased from
Lonza (Basel, Switzerland). Aliquots of 2 x 10° GMR CAR-T
cells were co-cultured with NHDCs at the indicated
effector:target ratios. Three days after co-culture, the cells
were used for the 3-(4,5-dimethylthiazol-2-yl)-2,5-
diphenyltetrazolium bromide (MTT) assay using an MTT cell
quantification kit (Nacalai Tesque, Kyoto, Japan).

Colony-formation assays

Samples of 500 human cord blood CD34" cells (STEMCELL™
Technologies, Vancouver, Canada) were co-cultured with
effector cells (Mock-T cells or GMR CAR-T cells) at indicated
E:T ratios. Samples of 300 MV4-11 cells were also co-
cultured with effector cells as a positive control. Co-cultures
were maintained in 100 uL of RPMI 1640 medium
supplemented with IL-3 (10 ng mL™"), stem cell factor
(10 ng mL") and thrombopoietin (10 ng mL") in each well
of 96-well round-bottom plates.

On day 2 of co-culture, the cells were transferred to
SmartDish 6-well plates with an additional 1 mL of
MethoCult H4434 classic (STEMCELL Technologies). On day
7, the erythroid and myeloid colonies were quantified using
STEMvision™ (STEMCELL Technologies).

Primer sets for detecting MLL-AF4 fusion
transcripts in peripheral blood of MV4-11-
bearing mice

Forward primer: GGTCCAGAGCAGAGCAAACAGAAA, reverse
primer: GGGTTACAGAACTGACATGC and Probe 5FAM:
TGGCTCCCCGCCCAAGTATCCCTG TAMRA 3.
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Statistical analysis

Statistical analysis was performed using EZR Ver. 1.37
(Saitama Medical Center, Jichi Medical University, Saitama,
Japan).®® Statistical significance was determined as P < 0.05.
Mann-Whitney U-tests and Kruskal-Wallis tests were used
to identify significant differences between treatment
groups. Student's t-tests were employed to identify
significant differences for comparing the anti-tumor effects
and proliferation ability of GMR CAR-T cells in in vitro
experiments and for comparing the toxicity of GMR CAR-T
cells on myeloid and erythroid progenitor cells. For the
mouse experiments, survival rates under each condition
were analysed using Kaplan-Meier curves and log-rank
testing.

ACKNOWLEDGMENTS

The authors thank Dr Cliona Rooney and Dr Matthew H
Wilson for providing us CMV-piggyBac vector and Dr
Tomoya Onozato and Dr Morimichi Hayashi for supporting
pathological examination. The authors also thank Ms Miki
Yamaguchi and Mr Yoshitaka Tomiyama for organising this
research project. The authors thank Mr Trevor Ralph for his
English proofreading. This work was supported by Japan
Agency for Medical Research and Development (AMED)
(19ck0106284h0003 and 20ck0106574h0001), Japan Society
for the Promotion of Science (JSPS) KAKENHI (26461574)
provided to YN and JSPS KAKENHI (17K10103) provided to
SNak.

CONFLICT OF INTEREST

SNar and SNak are employees of Kissei Pharmaceuticals, Co.,
Ltd SNar, SNak, HO and Yl are members of the Department
of Drug Discovery Science, a collaborative research
laboratory between Shinshu University and Kissei
Pharmaceuticals, Co., Ltd, Shinshu University and Kissei
Pharmaceuticals, Co., Ltd have filed joint patent
applications related to the GMR CAR-T for CD116" myeloid
malignancies. AH, HM, KM, MT and YN are named as the
inventors of the applications. The other authors declare no
conflicts of interest.

AUTHOR CONTRIBUTIONS

Aiko Hasegawa involved in data curation; formal analysis;
investigation; writing—original draft; writing—review and
editing. Shoji Saito contributed to conceptualisation; formal
analysis; investigation; methodology; supervision; writing—
original draft; and writing—review and editing. Shogo
Narimatsu contributed to data curation; formal analysis;
investigation; methodology; and writing—review and
editing. Shigeru Nakano contributed to conceptualisation;
data curation; formal analysis; investigation; funding
acquisition; writing—review and editing. Mika Nagai
contributed to data curation; formal analysis; investigation;
methodology; and writing—review and editing. Hideki
Ohnota contributed to conceptualisation; formal analysis;
investigation; methodology; supervision; and writing—

2021 | Vol. 10 | e1282
Page 13



GMR CAR-T therapy for acute myeloid leukaemia

review and editing. Yoichi Inada contributed to
conceptualisation; formal analysis; investigation;
methodology; supervision; and writing—review and editing.
Hirokazu Morokawa contributed to data curation; formal
analysis; investigation; methodology; and writing—review
and editing. lkumi Nakashima contributed to data curation;
formal analysis; and writing—review and editing. Daisuke
Morita contributed to investigation; formal analysis;
methodology; and writing—review and editing. Yuichiro
Ide contributed to data curation; formal analysis; and
writing—review and  editing. Kazuyuki = Matsuda
contributed to investigation; formal analysis; methodology;
and writing—review and editing. Haruko Tashiro
contributed to data curation; formal analysis; investigation;
methodology; writing—original draft; and writing—review
and editing. Shigeki Yagyu contributed to data curation;
formal analysis; investigation; methodology; writing—
original draft; and writing—review and editing. Miyuki
Tanaka contributed to data curation; conceptualisation;
formal analysis; formal analysis; investigation; methodology;
and writing—review and editing. Yozo Nakazawa
contributed to conceptualisation; formal analysis; funding
acquisition; investigation; methodology; and project
administration.

REFERENCES

1. Miyawaki S, Ohtake S, Fujisawa S et al. A randomized
comparison of 4 courses of standard-dose multiagent
chemotherapy versus 3 courses of high-dose cytarabine
alone in postremission therapy for acute myeloid
leukemia in adults: the JALSG AML201 Study. Blood
2011; 117: 2366-2372.

2. Kaspers GJ, Zimmermann M, Reinhardt D et al.
Improved outcome in pediatric relapsed acute myeloid
leukemia: results of a randomized trial on liposomal
daunorubicin by the International BFM Study Group. J
Clin Oncol 2013; 31: 599-607.

3. Thol F, Schlenk RF, Heuser M, Ganser A. How | treat
refractory and early relapsed acute myeloid leukemia.
Blood 2015; 126: 319-327.

4. Cheson BD, Bennett JM, Kopecky KJ et al. Revised
recommendations of the International Working Group
for Diagnosis, Standardization of Response Criteria,
Treatment Outcomes, and Reporting Standards for
Therapeutic Trials in Acute Myeloid Leukemia. J Clin
Oncol 2003; 21: 4642-4649.

5. Zwaan CM, Kolb EA, Reinhardt D et al. Collaborative
efforts driving progress in pediatric acute myeloid
leukemia. J Clin Oncol 2015; 33: 2949-2962.

6. Tomizawa D, Tawa A, Watanabe T et al. Excess
treatment reduction including anthracyclines results in
higher incidence of relapse in core binding factor acute
myeloid leukemia in children. Leukemia 2013; 27: 2413-
2416.

7. Nakao M, Yokota S, lwai T et al. Internal tandem
duplication of the flt3 gene found in acute myeloid
leukemia. Leukemia 1996; 10: 1911-1918.

8. Stirewalt DL, Kopecky KJ, Meshinchi S et al. FLT3, RAS,
and TP53 mutations in elderly patients with acute
myeloid leukemia. Blood 2001; 97: 3589-3595.

2021 | Vol. 10 | e1282
Page 14

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24,

A Hasegawa et al.

Grupp SA, Kalos M, Barrett D et al. Chimeric antigen
receptor-modified T cells for acute lymphoid leukemia.
N Engl J Med 2013; 368: 1509-1518.

Maude SL, Frey N, Shaw PA et al. Chimeric antigen
receptor T cells for sustained remissions in leukemia. N
Engl J Med 2014; 371: 1507-1517.

Kochenderfer JN, Dudley ME, Kassim SH et al.
Chemotherapy-refractory diffuse large B-cell lymphoma
and indolent B-cell malignancies can be effectively
treated with autologous T cells expressing an anti-CD19
chimeric antigen receptor. J Clin Oncol 2015; 33: 540-
549.

Lee DW, Kochenderfer JN, Stetler-Stevenson M et al. T
cells expressing CD19 chimeric antigen receptors for
acute lymphoblastic leukaemia in children and young
adults: a phase 1 dose-escalation trial. Lancet 2015; 385:
517-528.

Turtle CJ, Hanafi LA, Berger C et al. CD19 CAR-T cells of
defined CD4":CD8" composition in adult B cell ALL
patients. J Clin Invest 2016; 126: 2123-2138.

Ritchie DS, Neeson PJ, Khot A et al. Persistence and
efficacy of second generation CAR T cell against the
LeY antigen in acute myeloid leukemia. Mol Ther 2013;
21: 2122-2129.

Wang QS, Wang Y, Lv HY et al. Treatment of CD33-
directed chimeric antigen receptor-modified T cells in
one patient with relapsed and refractory acute myeloid
leukemia. Mol Ther 2015; 23: 184-191.

Mardiros A, Dos Santos C, McDonald T et al. T cells
expressing CD123-specific chimeric antigen receptors
exhibit specific cytolytic effector functions and
antitumor effects against human acute myeloid
leukemia. Blood 2013; 122: 3138-3148.

Baumeister SH, Murad J, Werner L et al. Phase | trial of
autologous CAR T cells targeting NKG2D ligands in
patients with AML/MDS and multiple myeloma. Cancer
Immunol Res 2019; 7: 100-112.

Sauer T, Rooney CM. Current challenges for CAR T-cell
therapy of acute myeloid leukemia. Transfusion 2019;
59: 1171-1173.

Fan M, Li M, Gao L et al. Chimeric antigen receptors for
adoptive T cell therapy in acute myeloid leukemia. J
Hematol Oncol 2017; 10: 151.

Hofmann S, Schubert ML, Wang L et al. Chimeric
antigen receptor (CAR) T cell therapy in acute myeloid
leukemia (AML). J Clin Med 2019; 8: 200.

Cummins KD, Gill S. Chimeric antigen receptor T-cell
therapy for acute myeloid leukemia: how close to
reality? Haematologica 2019; 104: 1302-1308.

Nakazawa Y, Matsuda K, Kurata T et al. Anti-
proliferative effects of T cells expressing a ligand-based
chimeric antigen receptor against CD116 on CD34" cells
of juvenile myelomonocytic leukemia. J Hematol Oncol
2016; 9: 27.

Lanza F, Castagnari B, Rigolin G et al. Flow cytometry
measurement of GM-CSF receptors in acute leukemic
blasts, and normal hemopoietic cells. Leukemia 1997,
11: 1700-1710.

Niemeyer CM, Flotho C. Juvenile myelomonocytic
leukemia: who's the driver at the wheel? Blood 2019;
133: 1060-1070.

© 2021 The Authors. Clinical & Translational Immunology published by John Wiley & Sons Australia, Ltd on behalf of

Australian and New Zealand Society for Immunology, Inc.



A Hasegawa et al.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

© 2021 The Authors. Clinical & Translational Immunology published by John Wiley & Sons Australia, Ltd on behalf of

Koike K, Matsuda K. Recent advances in the
pathogenesis and management of  juvenile
myelomonocytic leukaemia. Br J Haematol 2008; 141:
567-575.

Padron E, Painter JS, Kunigal
dependent PpSTAT5 sensitivity is
therapeutic potential in chronic
leukemia. Blood 2013; 121: 5068-5077.
Patnaik MM, Sallman DA, Mangaonkar AA et al. Phase
1 study of lenzilumab, a recombinant anti-human GM-
CSF antibody, for chronic myelomonocytic leukemia.
Blood 2020; 136: 909-913.

Graf M, Hecht K, Reif S, Pelka-Fleischer R, Pfister K,
Schmetzer H. Expression and prognostic value of
hemopoietic cytokine receptors in acute myeloid
leukemia (AML): implications for future therapeutical
strategies. Eur J/ Haematol 2004; 72: 89-106.

Riccioni R, Diverio D, Riti V et al. Interleukin (IL)-
3/granulocyte macrophage-colony stimulating factor/IL-
5 receptor alpha and beta chains are preferentially
expressed in acute myeloid leukaemias with mutated
FMS-related tyrosine kinase 3 receptor. Br J Haematol
2009; 144: 376-387.

Lopez AF, Shannon MF, Hercus T et al. Residue 21
of human granulocyte-macrophage colony-stimulating
factor is critical for biological activity and for high
but not low affinity binding. EMBO J 1992; 11: 909-
916.

Hercus TR, Bagley CJ, Cambareri B et al. Specific human
granulocyte-macrophage  colony-stimulating  factor
antagonists. Proc Natl Acad Sci USA 1994; 91: 5838-
5842.

Hudecek M, Sommermeyer D, Kosasih PL et al. The
nonsignaling extracellular spacer domain of chimeric
antigen receptors is decisive for in vivo antitumor
activity. Cancer Immunol Res 2015; 3: 125-135.
Jonnalagadda M, Mardiros A, Urak R et al. Chimeric
antigen receptors with mutated 1gG4 Fc spacer avoid fc
receptor binding and improve T cell persistence and
antitumor efficacy. Mol Ther 2015; 23: 757-768.

Bishop DC, Xu N, Tse B et al. PiggyBac-engineered T
cells expressing CD19-specific CARs that Lack IgG1 Fc
spacers have potent activity against B-ALL xenografts.
Mol Ther 2018; 26: 1883-1895.

Morita D, Nishio N, Saito S et al. Enhanced expression
of anti-CD19 chimeric antigen receptor in piggyBac
transposon-engineered T cells. Mol Ther Methods Clin
Dev 2018; 8: 131-140.

Saito S, Nakazawa Y, Sueki A et al. Anti-leukemic
potency of piggyBac-mediated CD19-specific T cells
against refractory Philadelphia chromosome-positive
acute lymphoblastic leukemia. Cytotherapy 2014; 16:
1257-1269.

Kuusanmaki H, Leppa AM, Polonen P et al
Phenotype-based drug screening reveals association
between venetoclax response and differentiation stage
in acute myeloid leukemia. Haematologica 2020; 105:
708-720.

Ehninger A, Kramer M, Rollig C et al. Distribution
and levels of cell surface expression of CD33 and
CD123 in acute myeloid leukemia. Blood Cancer J
2014; 4: e218.

S et al. GM-CSF-
a feature with
myelomonocytic

Australian and New Zealand Society for Immunology, Inc.

39.

40.

41.

42.

43.

44,

45.

46.

47.

48.

49.

50.

51.

52.

53.

GMR CAR-T therapy for acute myeloid leukaemia

Tasian SK, Kenderian SS, Shen F et al. Optimized
depletion of chimeric antigen receptor T cells in murine
xenograft models of human acute myeloid leukemia.
Blood 2017; 129: 2395-2407.

Hombach A, Hombach AA, Abken H. Adoptive
immunotherapy with genetically engineered T cells:
modification of the 1gG1 Fc ’spacer’ domain in the
extracellular moiety of chimeric antigen receptors avoids
‘off-target’ activation and unintended initiation of an
innate immune response. Gene Ther 2010; 17: 1206-1213.
Watanabe N, Bajgain P, Sukumaran S et al. Fine-tuning
the CAR  spacer improves  T-cell potency.
Oncoimmunology 2016; 5: e1253656.

Haso W, Lee DW, Shah NN et al. Anti-CD22-chimeric
antigen receptors targeting B-cell precursor acute
lymphoblastic leukemia. Blood 2013; 121: 1165-1174.
Hercus TR, Thomas D, Guthridge MA et al. The
granulocyte-macrophage  colony-stimulating  factor
receptor: linking its structure to cell signaling and its
role in disease. Blood 2009; 114: 1289-1298.

Ghorashian S, Kramer AM, Onuoha S et al. Enhanced
CAR T cell expansion and prolonged persistence in
pediatric patients with ALL treated with a low-affinity
CD19 CAR. Nat Med 2019; 25: 1408-1414.

Liu X, Jiang S, Fang C et al. Affinity-tuned ErbB2 or
EGFR chimeric antigen receptor T cells exhibit an
increased therapeutic index against tumors in mice.
Cancer Res 2015; 75: 3596-3607.

Park S, Shevlin E, Vedvyas Y et al. Micromolar affinity
CAR T cells to ICAM-1 achieves rapid tumor elimination
while avoiding systemic toxicity. Sci Rep 2017; 7: 14366.
Hudecek M, Lupo-Stanghellini MT, Kosasih PL et al.
Receptor affinity and extracellular domain
modifications affect tumor recognition by ROR1-specific
chimeric antigen receptor T cells. Clin Cancer Res 2013;
19: 3153-3164.

Chmielewski M, Hombach A, Heuser C, Adams GP,
Abken H. T cell activation by antibody-like
immunoreceptors: increase in affinity of the single-
chain fragment domain above threshold does not
increase T cell activation against antigen-positive target
cells but decreases selectivity. J Immunol 2004; 173:
7647-7653.

Vinh DC, Patel SY, Uzel G et al. Autosomal dominant
and sporadic monocytopenia with susceptibility to
mycobacteria, fungi, papillomaviruses, and
myelodysplasia. Blood 2010; 115: 1519-1529.

Wang X, Muramatsu H, Okuno Y et al. GATA2 and
secondary mutations in familial myelodysplastic
syndromes and pediatric myeloid malignancies.
Haematologica 2015; 100: e398-401.

Yu S, Yi M, Qin S, Wu K. Next generation chimeric
antigen receptor T cells: safety strategies to overcome
toxicity. Mol Cancer 2019; 18: 125.

Xu Y, Zhang M, Ramos CA et al. Closely related T-
memory stem cells correlate with in vivo expansion of
CAR.CD19-T cells and are preserved by IL-7 and IL-15.
Blood 2014; 123: 3750-3759.

Fraietta JA, Lacey SF, Orlando EJ et al. Determinants of
response and resistance to CD19 chimeric antigen
receptor (CAR) T cell therapy of chronic lymphocytic
leukemia. Nat Med 2018; 24: 563-571.

2021 | Vol. 10 | e1282
Page 15



GMR CAR-T therapy for acute myeloid leukaemia

54. Nakazawa Y, Huye LE, Dotti G et al. Optimization of
the PiggyBac transposon system for the sustained
genetic modification of human T lymphocytes. J
Immunother. 2009; 32: 826-836.

55. Gerdemann U, Christin AS, Vera JF et al. Nucleofection
of DCs to generate Multivirus-specific T cells for
prevention or treatment of viral infections in the
immunocompromised host. Mol Ther 2009; 17: 1616—
1625.

56. Kanda Y. Investigation of the freely available easy-to-
use software 'EZR’ for medical statistics. Bone Marrow
Transplant 2013; 48: 452-458.

A Hasegawa et al.

Supporting Information

Additional supporting information may be found
online in the Supporting Information section at
the end of the article.

@ @@ This is an open access article under the terms of the
Creative Commons Attribution-NonCommercial-
BY _NC__ND NoDerivs License, which permits use and
distribution in any medium, provided the original

work is properly cited, the use is non-commercial
and no modifications or adaptations are made.

2021 | Vol. 10 | e1282 © 2021 The Authors. Clinical & Translational Immunology published by John Wiley & Sons Australia, Ltd on behalf of

Page 16

Australian and New Zealand Society for Immunology, Inc.



